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1. INTRODUCTION

1.1 Plant-Insect Interactions

Insects are the most species-rich class of eukaryotes on
earth and roughly half of all insect species are herbivores.
Besides being species-rich, insects are also quite abun-
dant, making up more biomass than any other animal
class. It is therefore likely that during their life, most plants
will encounter herbivorous insects chewing on their tissue,
sucking up their cell content and/or passively feeding on
their vascular sap. Not surprisingly, plants are not defense-
less against these herbivores. Plants have evolved a wide
range of defense mechanisms which can be constitutively
present and/or induced by herbivory. Many of these
defense mechanisms have a direct effect on the herbivore
by negatively affecting its physiology (e.g. through toxins
or anti-nutritional compounds) or by interfering with its
behavior (e.g. through repelling or deterring compounds)
(Schoonhoven et al., 1998). Besides direct defense mech-
anisms, plants can make use of 'bodyguards' to protect
themselves against herbivorous insects. Often, these
bodyguards are insects themselves: predators or para-
sitoids preying or parasitizing on the herbivores. Plants can
reward these bodyguards by providing them shelter, addi-

tional food and/or information (Van Poecke and Dicke,
2004). But plants do not only rely on insects as body-
guards. For many plant species insects form an essential
part of plant reproduction by transporting their pollen
(Pichersky and Gershenzon, 2002). Clearly, insects play an
important part in the ecology of plants, whether consid-
ered from a natural, agricultural or an evolutionary per-
spective. In the last decade, Arabidopsis thaliana has been
introduced to studies on plant-insect interactions, espe-
cially with the aim to get a better understanding of the
plant molecular mechanisms underlying this interaction.
As the number of publications on Arabidopsis - insect
interactions is steadily increasing, this review aims to sum-
marize their most important findings.

1.2 Arabidopsis-Insect Interactions 

A major critique on the use of Arabidopsis as a model plant
for plant-insect interaction is that, as a winter annual, the
life cycle of Arabidopsis does not temporally overlap with
the life cycle of many herbivorous insects. Indeed, in a
study on the effect of life-cycle strategies of crucifers on
herbivory, Yano and Ohsaki (1993) used Arabidopsis to
demonstrate that plants with a 'pausing' strategy (i.e. not
having any above ground alive tissue in summer) dramati-
cally reduced herbivore presence, both in numbers and in
species. Additionally, they found that herbivore perform-
ance (measured as mortality and developmental time) was
better on plants with a 'pausing' strategy, indicating that
such plants may invest less in defense traits. However, not
all Arabidopsis have a winter annual life style (Pigliucci,
2002), and herbivores, mainly flea beetles but also aphids,
leaf miners and caterpillars have been reported on
Arabidopsis in the field (Mauricio, 1998; Geervliet, 1997).
Note that table 1 contains a list of all insect species men-
tioned in this chapter.

In the lab, most researchers working with Arabidopsis
must have seen Arabidopsis-insect interactions regularly
when combating fungus gnats or aphids. Indeed, one of
the first papers about Arabidopsis-insect interactions dealt
with the fungus gnat Bradysia impatiens (McConn et al.,
1997) and since then, many other chewers, piercers and
suckers that dine on Arabidopsis have been studied (figure
1; see table 1 for a list of insects mentioned in this chap-
ter). From these studies it becomes clear that Arabidopsis
is far from defenseless against arthropod attackers. For
example, many Arabidopsis accessions have leaves that
are quite densely covered with trichomes, known to ham-
per moths and flea beetles, and the leaves contain toxins
and feeding deterrents such as glucosinolates and pro-
teinase inhibitors that are known to be effective against
many herbivores (see Handley et al., 2005; Farmer and
Ryan, 1990; Louda and Mole, 1991; and Part II).
Additionally, Arabidopsis emits volatiles upon herbivory
that can attract natural enemies of the herbivores, such as
parasitoids; and volatiles emitted by its flowers may even
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attract pollinators (Van Poecke, et al., 2001; Chen et al.,
2003b). Thus, Arabidopsis-insect interactions may be of
relevance in the field and even if certain interactions are
unlikely to pose evolutionary selective pressures, studying
them can still yield valuable information on mechanisms
behind traits that may be more important for other plant
species. For example, indirect defense of Arabidopsis by
attracting the parasitoid Cotesia rubecula may not be of
importance for this plant. Still, Arabidopsis can attract
these parasitoids and many aspects of this trait are similar
in Arabidopsis compared to other plant species (Van
Poecke and Dicke, 2004). Thus, Arabidopsis is a valuable
model plant for studying plant-insect interactions, as is
demonstrated by the work summarized in the following
sections.

2. MORPHOLOGICAL AND BIOCHEMICAL DEFENSES

Most studies on Arabidopsis-insect interactions deal with
defense against herbivores. Many of the plant defenses,
such as trichomes, glucosinolates and proteinase
inhibitors are constitutively present. These constitutive lev-
els of defenses form a basal line of defense, which can be
strengthened upon perception of herbivory by inducible
defenses. Inducible defenses include both morphological
and biochemical defenses and may include mechanisms

that are already constitutively present (Karban and
Baldwin, 1997). The genetic variation and sequence infor-
mation available for Arabidopsis has had an impressive
impact on our understanding of plant defenses in general
and the biosynthesis defense structures and chemicals in
particular. In this part, I will describe the
biosynthesis/development and functionality of Arabidopsis
defense mechanisms against insects.

2.1 Trichomes

Trichomes are epidermal projections that come in all kinds
of shapes and sizes and can be found on all aerial plant
parts, although plant species, accessions and cultivars dif-
fer in the presence of trichomes on the different organs.
According to some definitions, root hairs form a distinct
class of trichomes and indeed there are striking similarities
in the genetics of root hair and (aerial) trichome formation
(Werker, 2000; Serna, 2004).  Aerial trichomes can be
divided into two general types: glandular and non-glandu-
lar. The functions of trichomes, partly dependent on type,
are plentiful, ranging from light reflectance, to climbing
assistance (as in cleavers) to, of course, herbivore resist-
ance (reviewed by Jeffree, 1986 and Wagner et al., 2004).
Arabidopsis trichomes have been studied mainly in relation
to cell-fate initiation and development, although a few

Latin Name

Generalists1

Bradysia impatiens
Franklineilla occidentalis
Helicoverpa sp.2

Mamestra brassicae
Myzus persicae
Phyllotreta nemorum
Spodoptera exigua.
Spodoptera frugiperda
Spodoptera littoralis
Spodoptera litura2

Trichoplusia ni

Specialists1

Brevicoryne brassicae
Chrysomela populi2

Lipaphis erysimi2

Pieris brassicae
Pieris rapae
Plutella xylostella

Others
Cotesia rubecula

Common name

Fungus gnat 
Western Flower Thrips

Cabbage moth
Peach aphid
Striped flea beetle
Beet armyworm
Fall armyworm
Egyptian cotton worm
Cluster caterpillar
Cabbage looper

Cabbage aphid
Poplar leaf beatle
Turnip aphid
Large cabbage white 
Small cabbage white
Diamondback moth

Order

Diptera
Thysanoptera
Lepidoptera
Lepidoptera
Hemiptera
Coleoptera
Lepidoptera
Lepidoptera
Lepidoptera
Lepidoptera
Lepidoptera

Hemiptera
Coleoptera
Hemiptera
Lepidoptera
Lepidoptera
Lepidoptera

Hymenoptera

Common classification

Gnat
Thrips
Moth
Moth
Aphid
Flea beetle
Moth
Moth
Moth
Moth
Moth

Aphid
Leaf beetle
Aphid
Butterfly
Butterfly
Moth

Parasitoid

Table 1. Insect species mentioned in this chapter

1Note that the distinction generalist - specialist is rather arbitrary
2These insects are mentioned in the text, but not with respect to interactions with Arabidopsis
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studies have looked at the effect of Arabidopsis trichomes
on insect herbivores.

2.1.1 Development

Arabidopsis trichomes are non-glandular, single-cell struc-
tures originating from epidermal cells and are found main-
ly on the adaxial surface of the leaves, but also on the
abaxial leaf surface and on stems and sepals, with stem
and sepal trichomes usually being unbranched and leaf tri-
chomes having two to four branches depending on acces-
sion (Hulskamp and Kirik, 2000). Initiation of trichome for-
mation in Arabidopsis starts and finishes in the leaf pri-
mordium stage, with the first trichome forming from an epi-
dermal cell at the tip of the leaf when the primordia are
about 100 um long and with trichome initiation being com-

pleted when primordia are about 700 um long in the acces-
sion Col-0 (Larkin et al., 1996).  There is substantial varia-
tion between Arabidopsis accessions in trichome density
(Mauricio, 2005; Symonds et al., 2005), ranging from com-
pletely hairless accessions (such as Mir-0 and Kas-1) to
densely covered accessions such as  Chi-1 (figure 2).
Excluding hairless plants, differences between accessions
in trichome density may be reflected in the duration of tri-
chome initiation. For example, trichome initiation in Ler
stops when the primordia are about 500 um long and Ler
is less-densely covered with trichomes than Col-0 (Larkin
et al., 1996). The genetic background of both trichome ini-
tiation and development is reasonably well understood,
with a large array of mutants available (reviewed by
Hulskamp and Kirik, 2000; Marks and Esch, 2003;
Szymanski, 2005). 

2.1.2 Plant-Insect Interactions

For arthropod herbivores, trichomes can be both a bless-
ing and a curse. As structural features, they may hinder or
help landing, impede movement, alter the microclimate,
reduce predation rates when they hamper carnivores and
can be climbed by small herbivores to avoid detection by
predators. On the other hand, trichomes may increase pre-
dation rates as some predators lay their eggs in trichome
dense areas to avoid intra-guild predation and can use
pollen trapped by trichomes as alternative food source
(Southwood, 1986; Krips et al., 1999; Roda et al., 2000;
Michalska, 2003; Roda et al., 2003; Stavrinides and
Skirvin, 2003). In the case of glandular trichomes, they are
also part of chemical defenses against herbivores  (e.g
Chatzivasileiadis and Sabelis, 1997; Maluf et al., 2001), but
as trichomes in Arabidopsis are non-glandular, single cells
I will not discuss this further. So far, there is no evidence
that defense compounds accumulate in Arabidopsis tri-
chomes. Identification of 63 proteins from trichomes
revealed no proteins with known defense functions
(Wienkoop et al., 2004). On the other hand, some genes
with a possible function in plant defense against insects,
such as AtBSMT1 involved in benzoid and salicylic acid
methylation, are highly expressed at the base of trichomes

Figure 1. (A) Leaf damage by early instar P. rapae cater-
pillars; (B) Leaf damage by Franliniella occidentalis thrips
larvae; (C) Myzus persicae aphids accumulating near the
mid-vein; (D) Leaf damage by late instar Trichoplusia ni
caterpillar; (E) P. rapae female butterfly preparing to
oviposit; (F) Close-up of M. persicae on Arabidopsis; (G)
Close-up of Lipaphis erysimi aphid on Arabidopsis; (H)
Cotesia rubecula female parasitoid after ovipositing on its
host P. rapae. (A)-(C) adapted with permission from De Vos
et al., (2005); (D)-(G) by Jetske De Boer & Remco Van
Poecke; (H) by Tjeerd Snoeren.

Figure 2. Arabidopsis leaf trichomes. Three Arabidopsis
accession showing difference in leaf trichome densitiy.
Figure adapted with permission from Symonds et al.
(2005). Color on the original black and white picture was
added using Adobe Photoshop 8.0.
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(Chen et al., 2003a; Wang et al., 2005). Indeed, there are
some indications that trichomes are involved in volatile
emissions and as such play a role in indirect defense (see
§3.21.4.2).

Several studies provide evidence for a role of trichomes
in defense of Arabidopsis against herbivores. Reymond et
al. (2004) showed that Pieris rapae caterpillars gained
more weight on glabrous (=hairless) gl1 mutants compared
to wild-type Columbia. Additionally, correlation between
trichome density and plant defense was demonstrated in
two studies on Arabidopsis populations: In a study using
plants collected from various fields in Sweden, Handley et
al. (2005) demonstrated that oviposition by Plutella
xylostella moths was negatively correlated with trichome
density. However, no correlation was found between per-
formance of P. xylostella larvae and trichome density. In a
field study in North Carolina, Mauricio (1998) found a neg-
ative correlation between feeding damage (likely done for
the most part by flea beetles) and trichome density. The
latter study also demonstrated that defenses such as tri-
chomes may be costly: in undamaged plants, trichome
density was negatively correlated with fruit production,
with costs exceeding the benefits in herbivore-damaged
plots (see also §4.1.2). 

2.1.3 Inducibility

Presumably to minimize costs, plant defenses are often
inducible. As trichome density is determined early in leaf
development (Mauricio, 2005), a damaged leaf will not
start to grow extra trichomes. Nonetheless, wounding of
Arabidopsis plants does lead to increased trichome densi-
ty of newly formed leaves, although this has not been
demonstrated as a response to herbivory (Traw and
Bergelson, 2003). 

2.2 Epicuticular Waxes

Together with trichomes, epicuticular waxes are the first
line of defense that a herbivore encounters upon contact
with a plant. Waxes can vary from being spiky due to crys-
tal formation, as seen on the stem and siliques of
Arabidopsis, to very smooth, as seen on Arabidopsis
leaves (Jenks et al., 2002; figure 3).  The chemical consti-
tution and physical properties (such as thickness of the

wax layer) of epicuticular waxes are known to influence
both herbivore oviposition and feeding (Eigenbrode and
Espelie, 1995). For example, defense compounds such as
glucosinolates (see below) have been detected in leaf
waxes of Brassica oleracea (van Loon et al., 1992), but no
such compounds have been reported for Arabidopsis epi-
cuticular wax (Rashotte et al., 2004). Even though many
Arabidopsis mutants and accessions with differences in
epicuticular waxes are known (see Koornneef et al., 1989;
Rashotte et al., 1997; Rashotte et al., 2004), very little has
been published on the effect of these different genotypes
on herbivore behavior and performance. In this book,
Jenks et al., (2002) reported differences in egg-laying
behavior of the moth P. xylostella on different wax mutants
and their extracted waxes.  More recently, the behavior of
neonates and development time of the larvae of P. xylostel-
la on different wax-mutants and their waxes was studied,
showing differences in neonate behavior (such as time to
first feeding and biting duration) but no difference in devel-
opment time (J.J.A. van Loon, personal communication).
The chapter by Jenks et al. (2002) also reported effects of
epicuticular waxes on aphid behavior and performance,
with Brevicoryne brassicae probing less and walking more
on a particular wax-mutant (cer-3), which was correlated
with a lower aphid fecundity on this mutant compared to
wild-type plants. As these wax mutants mainly differ in
their composition of primary alcohols in their waxes, these
results suggest roles for primary alcohols in plant-insect
interactions.

2.3 Glucosinolates

Glucosinolates are secondary plant metabolites found in
plants belonging to the order Capparales, including fami-
lies like capers (Capparaceae) and crucifers (a.k.a. mus-
tards, or Brassicaceae). They are mainly known as the rea-
son why kids hate Brussels sprouts, but also many gener-
alist herbivores (herbivores that feed on many plant
species) dislike glucosinolates (Wittstock et al., 2003).
Indeed it appears that glucosinolate-containing plants suf-
fer less from insect herbivory than plants without glucosi-
nolates (Louda and Mole, 1991). However, many herbivo-
rous insect species have overcome glucosinolate-defens-
es and use them as oviposition and feeding stimulants,
thus specializing on glucosinolate-containing plants

Figure 3. Arabidopsis waxes. Scanning electron microscope images of waxes from (from left to right): flowering stems from
accession Ler, mutants cer6 and cer15 (both in Ler background), accession Ws and abaxial leaf from Ws. Figure adapted
with permission from Jenks et al. (2002).
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(Schoonhoven et al., 1998). Glucosinolate-degradation
products are also known to attract natural enemies of glu-
cosinolate-adapted herbivores (Louda and Mole, 1991;
Schoonhoven et al., 1998). Because of these interesting
interactions with insects, glucosinolate-containing plants
such as crucifers have been used in ecological and evolu-
tionary studies for decades. The number of publications on
glucosinolates using Arabidopsis has expanded dramati-
cally in the last couple of years. 

2.3.1 Biosynthesis

Synthesis, degradation and function of glucosinolates
have been reviewed recently (Wittstock and Halkier, 2002;
Kliebenstein, 2004); the following is a short overview.
Glucosinolates are amino acid-derived metabolites con-
taining a sulphate and a thioglucose moiety. Depending on
the amino acid from which they are derived, glucosinolates
can be divided into three classes: aliphatic glucosinolates
(in Arabidopsis derived from methionine and some from
leucine), aromatic glucosinolates (in Arabidopsis derived
from phenylalanine) and indole glucosinolates (derived
from tryptophan) (figure 4A). In total, 36 Arabidopsis glu-
cosinolates have been found using various accessions
(Reichelt et al., 2002). Additionally, glucosinolate profiles
were studied at different developmental stages in all major
organs in Col-0 (Brown et al., 2003). Together, these stud-
ies reveal that: methionine-derived aliphatic glucosinolates
are dominant in all organs at almost all developmental
stages; during development, early leaves contain less glu-
cosinolates than later leaves; reproductive organs and
especially seeds contain the highest levels of total glu-
cosinolates; seeds also contain the highest diversity of
glucosinolates, with aromatic glucosinolates being almost
exclusively present in seeds. Between accessions, seeds
mainly differ in indole glucosinolate composition and
leaves mainly show variation in aliphatic glucosinolate
composition. The variation in glucosinolate profiles
between accessions may be based on relatively few genes
as polymorphism at five loci was sufficient to generate 14
qualitatively different glucosinolate profiles (figure 4B). The
dramatic impact of relatively few genes on glucosinolate
profiles constitutes an evolutionary flexible system that
may be easily adapted to different selective pressures
(Kliebenstein et al., 2001b; and see §4.2.1).

2.3.2 Degradation

Although glucosinolates may function as storage com-
pounds for sulphur and nitrogen, their most important role
is likely in plant defense. However, not the glucosinolates
themselves but rather their degradation products are most
active in defense against both herbivores and pathogens
(figure 4C). Similar to many other compounds, the gluco-
side form likely functions as an inactive precursor (Rask et
al., 2000). The first step in glucosinolate degradation is the
removal of glucose, catalyzed by myrosinase. Myrosinases
are compartmentalized in myrosin bodies of specialized
myrosin cells, which in Arabidopsis are confined in phloem

parenchyma (Andreasson et al., 2001). Glucosinolates can
be found in the vacuoles of cells in all plant organs but in
the main flower stalk are particularly concentrated in spe-
cial cell types lining the phloem (Koroleva et al., 2000).
Upon tissue-disruption, myrosinases and glucosinolates
come into contact, triggering the degradation of glucosi-
nolates. A second step, after removal of glucose, further
degrades the glucosinolates to their final products.
Arabidopsis accessions can be divided into two classes
with respect to the type of final products: those that pre-
dominantly produce nitriles and those that predominantly
produce isothiocyanates. Accessions having a functional
epithiospecifier protein (ESP), such as Ler-0 and Cvi-0 pro-
duce nitriles or epithionitriles from alkyl or alkenyl glucosi-
nolates respectively; accessions with a non-functional
ESP, such as Col-0 and Ws-0 , produce isothiocyanates
(Lambrix et al., 2001; Zabala et al., 2005). Recently, anoth-
er gene involved in glucosinolate degradation has been
cloned. This protein, epthiospecifier modifier1 (ESM1),
drives glucosinolate degradation towards isothiocyanates.
Functional activity of both ESP and ESM1 result in a mix-
ture of isothiocyanates and nitriles (Zhang et al., 2006).

2.3.3 Plant-Herbivore Interactions

That glucosinolate degradation products can be toxic to
insects has been demonstrated in many studies, with
isothiocyanates being especially toxic (reviewed by
Wittstock et al., 2003; and see Lambrix et al., 2001; Rohloff
and Bones, 2005 for a list of glucosinolate-degradation
products found in Arabidopsis). The mode of action of this
toxicity is still unclear, although isothiocyanates are known
to react with proteins. Additionally, both nitriles and isoth-
iocyanates may impact cellular respiration through HCN
production and other mechanisms (Tsao et al., 2002;
Wittstock et al., 2003). 

There are several examples of negative correlation
between Arabidopsis glucosinolate levels and herbivore
performance: (Mauricio, 1998) showed a negative correla-
tion between glucosinolate levels in Arabidopsis and her-
bivore damage in the same North Carolina field study men-
tioned before (§ 3.2). Kroymann et al. (2003) demonstrated
that the Ler MAM2 gene is responsible for enhanced
aliphatic glucosinolate levels and reduced feeding damage
by larvae of the generalist moth Spodoptera exigua;
Kliebenstein et al. (2005) reported a negative correlation
between aliphatic glucosinolate levels and herbivore dam-
aged caused by larvae from S. exigua and another gener-
alist moth, Trychoplusia ni; and Mewis et al., (2005)
showed that performance of S. exigua and the specialist
aphid B. brassicae and generalist aphid Myzus persicae
was negatively correlated with total glucosinolate levels.
Additionally, Mauricio (1998) showed a positive correlation
between glucosinolate levels and plant fitness in herbivore
damaged plants, measured as the number of siliques pro-
duced. From these results, it becomes clear that glucosi-
nolates act as defense compounds in interactions
between Arabidopsis and herbivores. 
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Figure 4. Glucosinolates. (A) Examples of the three classes of glucosinolates: aliphatic; indole; and aromatic glucosinolates,
here represented by 3-methylsulfinylpropyl glucosinolate; indol-3-ylmethyl glucosinolate; and benzyl glucosinolate. (B)
Simplified biosynthesis of glucosinolates in three steps, illustrated here with the biosynthesis of methionine-derived glu-
cosinolates, the largest and most diverse group of glucosinolates in Arabidopsis. The three steps are indicated in blue:
amino acid elongation (optional); glucosinolate synthesis; and glucosinolate modification (optional). The optional steps are
not required for every glucosinolate. Five major loci controlling much of the variation in glucosinolate composition are indi-
cated in red. GS-ELONG is involved in side-chain elongation (n indicates number of elongation cycles); GS-OX converts
methylthioalkyl glucosinolates to methylsulfinylalkylglucosinolates; GS-OHP and GS-ALK represent two different alleles
from the GS-AOP locus, GS-OHP only acts on 3 carbon side-chain glucosinolates (n=1) and produces hydroxypropyl glu-
cosinolates and GS-AOP produces alkenyl glucosinolates; GS-OH hydroxylates alkenyl glucosinolates and only acts on 4
carbon side-chain glucosinolates. (C) Degradation of glucosinolates leading either to isothiocyanate or nitrile production
depending on activity of ethiospecifier protein (ESP)  and/or ethiospecifier modifier1 (ESM1). Enzyme activities are indicat-
ed in red. Figure adapted with permission from Kliebenstein, et al. (2004).

Downloaded From: https://bioone.org/journals/The-Arabidopsis-Book on 13 Dec 2024
Terms of Use: https://bioone.org/terms-of-use



The Arabidopsis Book 8 of 34

However, larvae from the specialist moth P. xylostella do
not seem to suffer from the elevated aliphatic glucosino-
late levels associated with MAM2 expression. On the con-
trary, damage by this herbivore was positively correlated
with aliphatic glucosinolate levels and herbivore damaged
caused by the specialist P. xylostella (Kroymann et al.,
2003; Kliebenstein et al., 2005; see also §4.2.1). These
examples show that even though glucosinolates are con-
sidered defense compounds, several herbivore species
have been able to overcome this defense system. Once
herbivore species can overcome plant defenses they may
specialize on plant species containing these defenses.
Ratzka et al. (2002) discovered that larvae of the crucifer
specialist P. xylostella can detoxify glucosinolates by
desulfating them, with sulfatase activity and gene-expres-
sion only found in the gut of the larvae. Other crucifer spe-
cialists such as P. rapae and Pieris brassicae caterpillars
do not show sulfatase activity, indicating that there must
be more strategies to cope with glucosinolates. Indeed it
was recently demonstrated that a protein in the gut of P.
rapae, a designated  nitrile-specifier protein, diverts of
degradation of glucosinolates from isothiocyanates to
nitriles, when feeding on an accession (Col-0) that normal-
ly produces isothiocyanates (Wittstock et al., 2004). This
fits well with the observation that P. rapae-infested Col-0
plants emit nitriles and not isothiocyanates (Van Poecke et
al., 2001). 

When herbivores can overcome plant defenses, they
may use these mechanisms to their own advantages. For
example, specialist herbivores can use the glucosinolates
and/or their degradation products as volatile attractants,
and feeding and oviposition stimuli (see review by Rask et
al., 2000). Indeed some glucosinolate degradation prod-
ucts can be found in trace amounts in the headspace of
undamaged or caterpillar-infested plants (Van Poecke et
al., 2001; Vercammen et al., 2001; Rohloff and Bones,
2005). Specialized insects may even sequester glucosino-
lates for their own defense against predators (Muller and
Wittstock, 2005). An intriguing example comes from the
specialist aphids B. brassicae and Lipaphis erysimi, that
besides sequestering glucosinolates, have myrosinases
confined to specialized microbodies, similar to the situa-
tion in plants. Possibly, they function as a defense against
predators in a similar fashion to plants, such that tissue
disruption results in the production of isothiocyanates, that
may not only be toxic to predators but additionally act as
synergists to the aphid alarm pheromone E-beta-farne-
sene  (Bridges et al., 2002). 

In short, glucosinolates function as defense compounds
against generalist herbivores but may be exploited by spe-
cialist herbivores. This difference between specialist and
generalist herbivores was reflected in QTL analyses per-
formed by Kliebenstein et al. (2001a), where QTL analyses
of resistance against generalist T. ni caterpillars resulted in
six loci, of which five were involved in either glucosinolate
biosynthesis or breakdown (one of these loci corresponds
to the ESP locus [Lambrix et al., 2001], which may be iden-
tical to the TASTY locus found in a different QTL study on
plant resistance using T. ni and Ler x Col recombinant

inbred lines [Jander et al., 2001]). In contrast, neither of
two QTL affecting resistance against the specialist P.
xylostella caterpillars overlapped with glucosinolate
biosynthesis or degradation QTL. Besides different effects
of glucosinolates on generalists and specialists, these
results also indicate that 1) aliphatic glucosinolates deter T.
ni herbivory, 2) increased myrosinase activity decreases T.
ni herbivory  and 3) T. ni prefers nitriles over isothio-
cyanates (the latter was also demonstrated by Lambrix et
al., 2001). An intriguing question arises from these studies:
if isothiocyanates are more effective as defense com-
pounds against generalist herbivores, why do some
accessions form nitriles instead of isothiocyanates, which
requires an additional enzymatic step? One hypothesis is
that as isothiocyanates also function as oviposition stimuli
for specialist herbivores, it may be beneficial not to pro-
duce these compounds when selection pressure by spe-
cialists is high. Another hypothesis is that nitriles may be
more effective against generalist herbivores other than T. ni
(Lambrix et al., 2001). With respect to the latter, it should
be noted that although T. ni is a generalist herbivore, cru-
ciferous plants are among its preferred hosts, hence the
common name cabbage looper (Soo Hoo et al., 1984). 

2.3.4 Tritrophic Interactions

Besides influencing plant-herbivore interactions directly,
glucosinolates also may be important to a third trophic
level. Predators or parasitoids that specialize on crucifer
feeding herbivores can use volatile glucosinolate degrada-
tion products as cues to locate their prey or host. For
example, the profile of isothiocyanates produced by differ-
ent Brassica oleracea near-isogenic lines influences para-
sitoid behaviour (Bradburne and Mithen, 2000). Van
Poecke et al. (2001) demonstrated that the parasitoid
wasp C. rubecula distinguishes between mechanically
damaged Col-0 and Col-0 infested by it's host P. rapae.
One of the differences in the volatile blends of these odor
sources was the presence of nitriles in the blend of P.
rapae-infested plants. Thus, it may be that C. rubecula
wasps use nitriles to locate their host. However, this para-
sitoid did not distinguish between P. xylostella-infested
plants and P. rapae infested plants (Van Poecke et al.,
2003). As P. xylostella desulfates glucosinolates (Ratzka et
al., 2002) rather than diverting degradation to nitriles, it
appears that althought C. rubecula may use nitriles for
host-location, it does not use these nitriles for host-
discrimination.

2.3.5 Inducibility

The same field study that showed that total glucosinolate
level is negatively correlated with feeding damage  in nat-
ural populations of Arabidopsis, also showed that for
undamaged plants, glucosinolate level was negatively cor-
related with fruit production (Mauricio and Rausher, 1997;
Mauricio, 1998). Additionally, undamaged mutant plants
that produced less glucosinolates, also showed increased
fitness compared to undamaged wild-type plants
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(Mauricio, 2001).  This suggests that there are costs relat-
ed to glucosinolate defenses. Indeed, glucosinolate levels
- especially aliphatic glucosinolates - can be induced by
caterpillar and aphid feeding (Mewis et al., 2005), possibly
to minimize these costs.

2.4 Terpenoids

Terpenoids comprise the most diverse group of plant
metabolites and have both primary and secondary func-
tions (Schoonhoven et al., 1998). Primary functions include
hormone signaling (gibberellins and brassinosteroids) and
photosynthesis (carotenoids and side-chains of chloro-
phylls). Secondary functions include plant-plant communi-
cation, defense against pathogens and plant-insect com-
munication (Aubourg et al., 2002). Terpenoids make roses
smell nice, not only to our noses but likely also to pollina-
tors (Langenheim, 1994; Antonelli et al., 1997). Terpenoids
also form the characteristic smell of pine trees that repels
many herbivorous insects (Gershenzon and Croteau,
1991). Although not famous for being odoriferous,
Arabidopsis plants do emit terpenoids.

2.4.1 Biosynthesis

Terpenoids are produced in the plant through two distinct
pathways: the mevalonate (MVA) pathway is located in the
cytosol/ endoplasmatic reticulum and produces sesqui-
and triterpenoids, the  2-C-methyl-D-erythritol 4-phos-
phate (MEP) pathway is located in plastids and produces
mono-, di- and tetraterpenoids (figure 5). The pathways
converge biochemically in the production of isopentenyl
diphosphate (IPP) and its isomer dimethylallyl diphosphate
(DMAPP). IPP and DMAPP form the building blocks of ter-
penoids and are linked through the action of prenyltrans-
ferases. The products of prenyltranferases are used by ter-
pene synthases (TPS) to produce primary and secondary
metabolites (Aubourg et al., 2002; Rodriguez-Concepcion
and Boronat, 2002). In Arabidopsis 40 putative TPS genes
have been identified of which 32 are apparently intact.
Most of these are predicted to be involved in secondary
metabolite production (Aubourg et al., 2002).
Characterized genes include five monoterpene synthases
and two sesquiterpene synthases (Bohlmann et al., 2000;
Chen et al., 2003b; Fäldt et al., 2003; Chen et al., 2004;
Tholl et al., 2005). 

Expression analyses showed that the most diverse array
of TPS gene-expression is found in flowers, including two
of the five characterized monoterpene synthases and the
two characterized sesquiterpene synthases. Of the other
three characterized monoterpene synthases, two are
expressed throughout the plant and one is almost exclu-
sively expressed in roots (Chen et al., 2003b). 

Volatile emissions reflect gene-expression in both quan-
tity and quality, with expression of characterized TPS
genes correlating nicely with the terpenoids found: flowers
emit the highest amount and diversity of terpenoids, very
limited amounts of terpenoids are emitted by the vegeta-

tive tissue and only one terpenoid could be detected in
root-exudates. (Van Poecke et al., 2001; Aharoni et al.,
2003; Chen et al., 2003b; Chen et al., 2004; Steeghs et al.,
2004; Tholl et al., 2005). Flowering Arabidopsis show a
diurnal rhythm of terpenoid emissions, with a peak in emis-
sions during the day; for non-terpenoid volatiles, no such
rhythm could be found (Aharoni et al., 2003). Analyses of
the emission of selected mono- and sesquiterpenes from
flowers from 37 Arabidopsis accessions showed mainly
quantitative and a few qualitative differences (Tholl et al.,
2005). 

While examining transgenic plants overproducing the
monoterpene linalool, Aharoni et al. observed that much of
the linalool in these plants was glycosylated and glycosy-
lated linalool could also be detected in wild-type plants,
albeit in lesser amounts. This indicates that a significant
fraction of the terpenoid pool may be stored in a biologi-
cally inactive form.

2.4.2 Plant-Insect  Interactions

Terpenoids are known to influence herbivorous insects in
various ways: they can be part of direct defenses as repel-
lents, feeding deterrents or toxins, with the toxicity of ter-
penoids possibly due to neurotoxic effects (Garcia et al.,
2005; reviewed by Gershenzon and Croteau, 1991 and
Langenheim, 1994). Terpenoids can also be used as
attractants and/or feeding or oviposition stimulants by
specialist herbivores; they can be part of indirect defense
as attractants for carnivores; and they can be part of sex-
ual reproduction and outcrossing as attractants of pollina-
tors (Gershenzon and Croteau, 1991; Langenheim, 1994).

With respect to the latter, it is interesting to note that,
although Arabidopsis is a self-pollinating species,
Arabidopsis flowers emit by far the largest amount of
volatiles, especially terpenoids, compared to other plant
parts, with some terpene synthase genes being exclusive-
ly expressed in flowers. Based on this result and the fact
that in Arabidopsis 1) a low percentage of cross-pollination
occurs under natural conditions, 2) the receptive stigma
protrudes out of the petals before the stamen are mature,
3) floral nectarines are present at the base of the stamen,
and 4) the flowers are visited by small insects, Chen et al.
(2003b) argued that pollinators may be involved in
Arabidopsis outcrossing. The diurnal rhythm found by
Aharoni et al. (2003) would suggest that these pollinators
are mainly day-active. However, as terpenoids also readily
react with reactive oxygen species and can have antimi-
crobial properties, it is also possible that floral terpenoids
protect the reproductive organs from oxidative stress and
pathogens (Chen et al., 2003b). 

Undamaged vegetative parts of Arabidopsis do not emit
many volatiles, but wounding and herbivory by caterpillars
result in an increased emission of volatiles, including ter-
penoids (Van Poecke et al., 2001; Fäldt et al., 2003).  As
the increase in terpenoid emissions coincides with
increased attraction of parasitoid wasps, terpenoids may
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be involved in indirect defense of Arabidopsis (Van Poecke

et al., 2001). Indeed mutant plants that show reduced

emission of terpenoids also showed reduced attraction of

parasitoid wasps. However, the role of terpenoids cannot

be deduced from this study, as these plants also emit less

methyl-salicylate, another known attractant of carnivores

(Van Poecke, 2002; Van Poecke and Dicke, 2002; De Boer

and Dicke, 2004). 

Figure 5. Terpenoid biosynthesis. Biosynthesis of mono- and di-terpenes via the plastidal MEP pathway and of sesquiter-
penes via the cytosolic mevalonate pathway for three compounds commonly found in Arabidopsis. Compound names in
blue. For abbreviations see §2.4.1; additionally G3P, glyceraldehyde 3-phosphate; AcCoA, acetyl coenzyme A; GPP, ger-
anyl diphosphate; GGPP, geranylgeranyl diphosphate; FPP farnesyl diphosphate; TMTT, (3E,7E)-4,8,12-trimethyl-1,3,7,11-
tridecatetraene.
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2.4.3 Inducibility

To function as an indirect defense mechanism, volatile
emissions likely have to be inducible. In analogy to
Aesop's fable 'The boy who cried wolf', plants that would
call out for help even when not attacked by herbivores
would provide little useful information for predators or par-
asitoids. Indeed, not only the emissions are inducible by
wounding and herbivory, this increase in volatile emissions
also coincides with elevated expression of genes involved
in volatile biosynthesis, including TPS genes, indicating
that the increased emissions are likely due to increased
synthesis (Van Poecke et al., 2001; Fäldt et al., 2003). It
would be interesting to see whether glycoside forms of ter-
penoids are mobilized upon herbivory.

2.5 Other Defense Mechanisms

2.5.1 Proteinase Inhibitors

As their name suggests, proteinase inhibitors are proteins
that interfere with the activity of proteinases. This inhibito-
ry activity may be important for both primary processes
such as seed dormancy and protein reserve mobilization,
but they have been mainly studied as defense mecha-
nisms. In defenses, they function by inhibiting protease
activities of pathogens an herbivores, thereby not only
decreasing nutrient uptake but also overstimulating pro-
duction of proteolytic enzymes in the insect gut which
could result in depletion of essential amino acids, both
with a negative impact on herbivore performance (Ryan,
1990; Lawrence and Koundal, 2002).  Two proteinase
inhibitor gene-families have been described in
Arabidopsis, one encoding trypsin inhibitors (Clauss and
Mitchell-Olds, 2004) and one encoding cysteine proteinase
inhibitors (cystatins; Martinez et al., 2005). Of the six
trypsin inhibitors detected in the Arabidopsis genome, five
are transcribed. Expression of these five genes can be
induced by P. xylostella feeding. Trypsin inhibitor activity
was negatively correlated with P. xylostella activity and lar-
val mass but not with leaf damage by P. xylostella larvae in
a study comparing Arabidopsis genotypes varying in,
amongst others, trypsin inhibitor activity (Cipollini et al.,
2004). For the cystatin gene family, no function in defense
against insects has been reported for Arabidopsis,
although transferring a cystatin gene from Arabidopsis into
white poplar conferred resistance to the crysomelid beetle
Crysomela populi (Delledonne et al., 2001).

2.5.2 Polyphenol Oxidase

Other Arabidopsis defenses against insects may include
polyphenol oxidase activy (PPOs). Polyphenols act by oxi-
dizing phenolic compounds to reactive quinones, that
alkylate essential amino acids and thereby reduce nutri-
tional value. As far as I am aware, the role of PPOs in plant
defense against insects has only been demonstrated in
vitro (Constabel and Ryan, 1998). In Arabidopsis, PPOs

were negatively correlated with P. xylostella activity and
larval mass and with leaf damage by P. xylostella larvae in
the study by Cipollini et al.(2004). 

2.6 Global Analyses of Defense

In team sports, it is important to know the function of the
individual players. However, by focusing the camera on
only one player, it is hard to understand the game. For that,
you have to look at the whole teams. So far, this review has
focused on the different players in the game called
Arabidopsis-insect interactions: trichomes, glucosinolates
etcetera. However, to get a better understanding on how
different players interact, it would be very helpful if we
could look at several players at the same time. It would be
even better if we could look at the whole team, and possi-
bly find new players. There are several ways of looking at
such a broad level, including metabolomics, proteomics
and gene-expression profiling.

2.6.1 Transcriptome Analyses

Reymond et al., (2000) were the first to use gene-expres-
sion profiling to study Arabidopsis-insect interactions.
Together with a follow-up study (Reymond et al., 2004), it
showed that caterpillar feeding induces several functional
classes of genes, including defense proteins such as a few
putative lectins and a  cysteine proteinase; phenyl-
propanoid pathway genes that may be involved in phy-
toalexin production, radical scavengers or cell wall fortifi-
cation; oxidative and abiotic stress related genes; and
genes involved in relocation of resources. For none of
these it is clear how and whether they function in plant
defense against insects, or, in the case of the defense pro-
teins, whether they do so in Arabidopsis. Genes with
known functions in Arabidopsis defenses, such as those
involved in glucosinolate biosynthesis and degradation
and genes involved in signaling (see §4.2), are also up-reg-
ulated by caterpillars. Only very few genes were down-reg-
ulated by caterpillar feeding, and the function of those are
unclear (Reymond et al., 2004). Thus, gene-expression
studies do not only confirm the role of already known play-
er but are also helpful to indicate new players. Additional
information can be obtained by, for example, studying the
effect of different herbivores on gene-expression profiles.
Reymond et al. (2000) demonstrated that plants infested
by two specialist caterpillars from the same genus (P.
rapae and P. brassicae) showed highly similar gene-
expression profiles. 

They then tested the hypothesis that specialist and gen-
eralist herbivores induce different sets of genes, by com-
paring expression profiles of Arabidopsis plants infested
with the specialist herbivore P. rapae and the generalist
herbivore Spodoptera littoralis (Reymond et al., 2004). This
because specialists may have found ways to attenuate
inducible plant defenses. Interestingly, they found hardly
any differences in induced gene-expression, indicating the
specialist found ways to deal with plant defenses rather
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than to attenuate plant defenses. Indeed, as mentioned
before, P. rapae can divert glucosinolate degradation from
harmfull isothiocyanates to less harmful nitriles (Wittstock
et al., 2004), something that S. littoralis likely cannot.

In a similar approach, Moran et al. (2002) studied the
response of Arabidopsis to aphid feeding. Some of the
genes found to be induced by caterpillars in the studies
mentioned above were also induced by aphids. These
included oxidative stress related genes; a pathogenesis
related protein gene (BGL2/PR2); and signaling related
genes. Others, such as the pathogenesis related protein
PR1, were induced by aphids but not by caterpillars
(Moran et al., 2002; Reymond et al., 2004). Aphid feeding
also reduced the expression of some genes, including
oxidative stress related genes (differential regulation of
oxidative stress related genes has been reported before
[Kliebenstein et al., 1998]), phenylpropanoid pathway
genes and genes involved in signaling (Moran et al., 2002).
Again, the function of these aphid-responsive genes in
plant-insect interactions is unclear and these studies point
out some candidates for further investigation.

Based on the studies above it is clear that inducible
Arabidopsis responses to herbivory differ depending on
the herbivore species, at least if they differ in feeding
mode. However, data collected by different research
groups is often hard to compare due to differences in e.g.
plant growth conditions. A study by (De Vos et al., 2005)
compared gene-expression profiles from plants infested
with the caterpillar P. rapae, the thrips Frankliniella occi-
dentalis or the aphid M. perzicae (this experiment also
included plants infected with the pathogens Pseudomonas
syringae or Alternaria brassicicola). One of the main con-
clusions from this study is that the responses to different
herbivorous attackers are very dissimilar, with caterpillar
and thrips induced changes showing the highest degree of
overlap, followed by thrips and aphid induced changes,
while caterpillar and aphid induced changes hardly over-
lapped at all. This corresponds well with different types of
damage inflicted by these herbivore species: tissue-feed-
ing caterpillars and cell-feeding thrips cause more
mechanical damage than phloem-feeding aphids, which
may explain the bigger overlap between caterpillars and
thrips compared to caterpillars and aphids. On the other
hand, both thrips and aphids puncture individual cells
whereas caterpillars disrupt tissue more drastically, which
may explain the higher overlap between aphids and thrips
compared to aphids and caterpillars. Such a correlation
between feeding damage and plant responses has been
shown before in a study by Van Poecke et al. (2003), where
a parasitoid specialized on P. rapae caterpillars was
attracted most to volatiles emitted by caterpillar-damaged
plants, intermediately to cell-feeding spider mite-infested
plants and not at all to aphid infested plants.

2.6.2 Metabolome Analyses

Besides gene-expression profiling, also a metabolomics
approach has been used to study Arabidopsis-insect inter-

actions (Van Poecke et al., 2001). This study looked at all
metabolites that could be detected in the headspace from
caterpillar infested, mechanically damaged or undamaged
Arabidopsis plants. Besides terpenoids and glucosinolate-
degradation products, several other compounds were
detected in the volatile blend emitted by P. rapae-infested
Arabidopsis. These include fatty acid derived green leaf
volatiles such as (Z)-3-hexenol, which are negatively asso-
ciated with aphid growth (Hildebrand et al., 1993) and can
function as herbivore repellents or attractants (Reddy and
Guerrero, 2000; De Moraes et al., 2001), parasitoid attrac-
tants (Whitman and Eller, 1990) and in plant defense sig-
naling (Bate and Rothstein, 1998); and other alcohols,
aldehydes and ketones, one of which (penten-3-one, a.k.a.
ethyl vinyl ketone) has known signaling properties in
Arabidopsis (Alméras et al., 2003). However, none of these
functions has been tested in Arabidopsis-insect interac-
tions, with the exception of parasitoid attraction. C. rubec-
ula wasps were more attracted to mechanically damaged
than to undamaged Arabidopsis. A major difference in the
volatile blends of these two odor sources is the abundance
of green leaf volatiles in damaged plants, suggesting a role
of green leaf volatiles in parasitoid attraction. However, P.
rapae infested plants emitted less green leaf volatiles than
mechanically damaged plants and were preferred by the
wasps, indicating that other compounds, such as nitriles,
terpenoids and methyl salicylate, play an additional role in
parasitoid attraction. The latter also illustrates the difficul-
ty of determining the role of individual compounds in com-
plex volatile blends (Van Poecke et al., 2001). 

2.7 Transgenic Plants With Altered Defenses

Several studies on plant-insect interactions have used
transgenic plants which were altered in certain defense
properties. With respect to Arabidopsis-insect interac-
tions, these studies can be divided into two groups: those
that cloned Arabidopsis defense genes into other plant
species, and those that cloned defense genes from other
plant species into Arabidopsis. As far as I am aware, the
only example of Arabidopsis genes introduced into other
plant species is the Arabidopsis cystatin gene that was
introduced in poplar, mentioned in §2.5.1 (Delledonne et
al., 2001). This section will briefly summarize results of for-
eign genes introduced into Arabidopsis.

2.7.1 Introduction of Proteinase Inhibitors

Besides Arabidopsis proteinase inhibitors being intro-
duced into other species, several publications report for-
eign proteinase inhibitors introduced into Arabidopsis. De
Leo et al., (1998; 2001) introduced the mustard trypsin
inhibitor gene MTI-2 and studied its effect on caterpillar
performance, which resulted in weight reduction and
increased mortality of S. littoralis, increased mortality of
Mamestra brassicae and 100% mortality of P. xylostella.
Introduction of a modified cystatin from rice resulted in
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increased mortality of the slug Deroceras reticulatum
(Walker et al., 1999).

2.7.2 Alteration of Terpenoid Profile

The function of terpenoids in direct and indirect defense
has been demonstrated by using transgenic Arabidopsis
plants expressing a strawberry linalool/nerolidol synthase
that can produce both the monoterpene linalool from GDP
and the sesquiterpene nerolidol from FDP. When the pro-
teins were targeted to the plastids, this resulted in
Arabidopsis plants overproducing mainly the monoterpene
linalool and a little bit of the sesquiterpene nerolidol. This
indicates that the mevalonate and MEP pathway may not
be strictly separated. These plants were less attractive to
M. perzicae than wild-type plant (Aharoni et al., 2003).
When the proteins were targeted to the mitochondria
(where FDP is used to generate ubiquinones involved in
respiration), this resulted in Arabidopsis plants overpro-
ducing the sesquiterpene nerolidol, and to a lesser extend
and only in some plants dimethylnonatriene (DMNT). The
latter component is a known attractant of Phytoseiulus
persimilis mites that prey on the herbivorous mite
Tetranychus urticae (Dicke et al., 1990). Plants overpro-
ducing nerolidol or both nerolidol and DMNT were more
attractive to P. persimilis than wild-type plants, demon-
strating that nerolidol can function as a carnivore attrac-
tant as well (Kappers et al., 2005). 

2.7.3 Alteration of Glucosinolate Profile

Mikkelsen and Halkier (2003) changed the glucosinolate
profile of Arabidopsis by introducing CYP79D2 from cas-
sava that catalyzes the formation of aldoximes from valine
and isoleucine, the first dedicated step towards glucosino-
late synthesis. CYP79D2 transgenic Arabidopsis produced
valine- and isoleucine-derived glucosinolates not normally
found in Arabidopsis. How this affects Arabidopsis-insect
interactions was not studied.

2.7.4 Production of a Novel Phytoalexin

Cyanogenic glucosides are related to glucosinolates in
that they are also amino-acid derived cyanogenic com-
pounds that are activated upon tissue-disruption by enzy-
matic removal of glucose. Cyanogenic glucosides are nor-
mally not produced by cruciferous plants. Introduction of
the three Sorghum bicolor genes required for synthesis of
the cyanogenic glycoside dhurrin from tyrosine resulted in
dhurrin synthesis in Arabidopsis and conferred resistance
to larvae from the flea beetle Phyllotreta nemorum
(Tattersall et al., 2001).

2.7.5 Production of a Novel Toxin

Photorhapdus luminescens is a symbiont bacterium of
entomopathogenic nematodes (nematodes that infect

insects). This bacterium produces several protein toxins
that are toxic to caterpillars, including toxin A. Arabidopsis
plants producing toxin A by insertion of a modified version
of the tcdA gene from P. luminescens showed close to
100% mortality of M. sexta larvae, compared to about
15% on wild-type plants (Liu et al., 2003).

2.7.6 Induction of Anthocyanins

The last example of transgenic plants with enhanced
resistance against insect herbivores comes from
Arabidopsis plants that show constitutive overexpression
of the Arabidopsis PAP1 transcription factor. This tran-
scription factor regulates the biosynthesis of phenyl-
propanoids including anthocyanins. PAP1 overexpressing
plants showed slightly reduced feeding rates of generalist
Spodoptera frugiperda but not of T. ni and no effect on lar-
val weight for either lepidopteran species. Transgenic
plants showed reduced fecundity in absence of herbivory,
indicating a cost of constitutively enhanced defenses.
However, the exact cause of increased resistance
and reduced fecundity were unclear (Johnson and
Dowd, 2004).

3. INDUCTION OF DEFENSES

As mentioned previously, many defense mechanisms are
not only constitutively present but can also be enhanced
upon recognition of attack. Such inducibility may not only
serve to reduce costs of defense, but also may help to pre-
vent the buildup of resistance against these defenses in
herbivores (Agrawal and Karban, 1999). This section
focuses on elicitation and signal transduction of inducible
defenses.

3.1 Elicitation

All herbivorous insects wound the plant they are feeding
on, although there are large differences in the extent of
wounding caused by e.g. tissue-feeding caterpillars, cell-
feeding thrips and phloem-feeding aphids. Indeed,
mechanical wounding is able to induce many responses
that are also induced by herbivory (e.g. Mithofer et al.,
2005). Besides wounding, other factors can indicate the
presence of herbivorous insects. For example, fatty-acid
amino-acid conjugates (FACs)  and enzymes such as ß-
glucosidase and glucose oxidase may be present in the
regurgitant of caterpillars and can influence plant respons-
es (with either positive or negative effects from the plant's
point of view) (Mattiacci et al., 1995; Alborn et al., 1997;
Halitschke et al., 2001; Musser et al., 2002). Similarly,
aphid and thrips saliva is known to contain many enzymes
that are thought to influence plant defense (Cherqui and
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Tjallingii, 2000; Kindt et al., 2003). Thus, both wounding
and biochemical elicitors are likely involved in triggering
plant defenses.

3.1.1 Wounding-Induced Responses

Wounding produces many different signals. First of all,
damaged cells release their contents; secondly the dam-
aged cell-wall releases signaling compounds such as
oligosaccharides; and thirdly undamaged cells near the
wound site will experience stresses such as pressure dif-
ferences (reviewed by De Bruxelles and Roberts, 2001;
León et al., 2001). The involvement of cell-wall compo-
nents in defense resistance is illustrated by the enhanced
resistance against aphid M. persicae in the Arabidopsis
cev1 mutant. CEV1 is a cellulose synthase and mutation of
CEV1 affects cell-wall formation. Enhanced resistance is
possibly caused by a higher concentration of cell-wall
derived elicitors triggering plant defenses (Ellis et al.,
2002a/b). 

The initial elicitors generated upon wounding activate an
extensive signaling network triggering a diversity of
responses. For example, in Arabidopsis wounding induces
1) signaling compounds such as the plant stress hormones
jasmonic acid and ethylene; 2) the expression of a large
number of genes; 3) biochemical and structural changes,
including trichome density  and volatile emissions, and 4)
attraction of insects, such as parasitoid wasps (Rojo et al.,
1999; Reymond et al., 2000; Van Poecke et al., 2001; Fäldt
et al., 2003; Traw and Bergelson, 2003; Delessert et al.,
2004; Devoto et al., 2005). Similarly, caterpillar-feeding
induces 1) signaling compound such as jasmonates and
ethylene; 2) gene-expression of a large number of genes;
3) biochemical and structural changes, including glucosi-
nolate biosynthesis, trypsin inhibitor biosynthesis and
volatile emissions; and 4) attraction of insects, such as
parasitoid wasps (Van Poecke et al., 2001; Stotz et al.,
2002; Clauss and Mitchell-Olds, 2004; Reymond et al.,
2004; De Vos et al., 2005; Mewis et al., 2005). As previ-
ously mentioned, differences in mechanical wounding
inflicted by herbivores with different feeding strategies are
correlated with differences in induction of plant hormone
levels, gene-expression, and parasitoid attraction (Van
Poecke et al., 2001; De Vos et al., 2005). These parallels
strongly suggest that wounding can account for many of
the responses induced by herbivory. The responses men-
tioned above also show some differences between
wounding and herbivory, which can be partially explained
by lack of knowledge. For example, it seems likely that glu-
cosinolate and trypsin inhibitor biosynthesis can also be
induced by wounding and trichome density can probably
be induced by herbivory but this has not been reported
yet. However, some effects that have been studied in par-
allel for both treatments indicated differences between
wound- and herbivory-induced responses of Arabidopsis.
For example, Reymond et al. (2000) found that wounding
induced the expression of many water stress-related
genes, whereas caterpillar feeding did not. Conversely,
caterpillar feeding induced the expression of several genes

that were not induced by wounding, including defense hor-
mone (jasmonates, see below) and glucosinolate biosyn-
thesis genes, (Reymond et al., 2004). Additionally, caterpil-
lar feeding resulted in the emission of volatile compounds
such as methyl salicylate and terpenoids that were not
induced by wounding (Van Poecke et al., 2001). These
findings suggest that herbivore-derived elicitors are
involved in elicitation of plant responses. However, it
should be noted that the mechanical damage inflicted by
herbivores is hard to mimic (Baldwin, 1990). First of all, the
devices commonly used for wounding are much more
blunt than the mandibles of a caterpillar and secondly,
mechanical damage is often inflicted in a very different
spatial and/or temporal pattern compared to herbivory, for
example by damaging the plant only at one time point.
Herbivore damage on the other hand gradually increases
over time. Illustrating the difficulty of mimicking herbivory
by mechanical damage, some of the genes reported by
Reymond et al. (2004) induced by caterpillar feeding but
not by wounding are reported to be induced by wounding
in other studies (Reymond and Farmer, 1998; Reymond et
al., 2000; Delessert et al., 2004), most likely reflecting dif-
ferences in mechanical damage.

3.1.2 Herbivore-Derived Elicitors

To get a better understanding of which responses to her-
bivory are elicited by wounding and which are caused by
other elicitors,  an often used method is to apply herbivore-
derived elicitors, for example in the form of regurgitant, to
mechanically damaged plants. In Arabidopsis, application
of caterpillar-derived regurgitant resulted in induced gene-
expression (Berger et al., 2002; Reymond et al., 2004), par-
asitoid attraction (Van Poecke and Dicke, 2003) and jas-
monate biosynthesis (Van Poecke, unpublished results).
However, it is unclear to what extent compounds in the
regurgitant come into contact with plant tissue during her-
bivory and to what extent different plant species are
responsive to these compounds. 

3.1.2.1 Fatty Acid Amino Acid Conjugates. Many stud-
ies strongly indicate a role for fatty acid amino acid conju-
gates (FACs) in eliciting herbivory-related responses. For
example, differences in induced gene-expression in
Nicotiana attenuata to generalist and specialist herbivores
are reflected in differences in FAC composition of the
regurgitant of these herbivores and application of these
different regurgitants to N. attenuata mimicked the effect of
herbivory by the different herbivore species (Voelckel and
Baldwin, 2004). However, not all plant species are respon-
sive to FACs. In lima bean, which is not responsive to FACs
(Spiteller et al., 2001), careful mimicking of only the
mechanical part of herbivore damage resulted in the emis-
sion of a volatile blend highly similar to that of herbivore
infested plants (Mithofer et al., 2005). There are several
indications that Arabidopsis is not responsive to FACs: 1)
specialist and generalist herbivores elicit very similar
responses in Arabidopsis (Van Poecke et al., 2003;
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Reymond et al., 2004), which can either be explained by a
very similar FAC content or by Arabidopsis being non-
responsive to FACs; 2) FAC biosynthesis requires plant
derived linolenic-acid, therefore regurgitant from caterpil-
lars feeding on Arabidopsis plants lacking linolenic acid
should lack FACs, however this regurgitant was just as
effective in inducing gene-expression in wild-type plants
as 'normal' regurgitant (Reymond et al., 2004).

3.1.2.2  Glucose Oxidase and ß-Glucosidase.   Other
elicitors include glucose oxidase from Helicoverpa
species, which oxidizes D-glucose to D-gluconic acid and
hydrogen peroxide and ß-glucosidase from P. brassicae,
which removes glucose from unknown substrates
(Mattiacci et al., 1995; Musser et al., 2002). With respect to
glucose oxidase, it is unknown whether regurgitant from
the caterpillar species used in the Arabidopsis studies (P.
rapae, P. brassicae, P. xylostella and S. littoralis) contain
glucose oxidase, but regurgitant from another member of
the Spodoptera family (S. litura) does not (Zong and Wang,
2004). There are no published effects studying ß-glucosi-
dase on Arabidopsis, although treating mechanically dam-
aged Arabidopsis with ß-glucosidase did not result in any
changes in volatile emissions compared to mechanical
damage alone (Van Poecke, unpublished results). 

In short, there are indications that elicitors may play a
role in caterpillar-induced changes in Arabidopsis, but this
is far from being certain. Perhaps the most convincing data
on elicitor involvement in Arabidopsis-herbivore interac-
tions comes from a study on aphid-induced changes:
aphids induced a dramatic change in the gene-expression
profile of Arabidopsis, much more so than either thrips or
caterpillars, whereas caterpillar or thrips feeding results in
much more mechanical damage (De Vos et al., 2005).

Some elicitors that play a role in herbivory-induced
responses may not directly originate from the herbivore
itself, but rather from microorganisms associated with the
herbivore. Not only do insects act as vectors of plant dis-
eases, they also carry symbionts and commensals in their
digestive system, which may influence plant-insect inter-
actions (Sobek and Munkvold, 1999; Spiteller et al., 2000;
Mitchell, 2004; Belliure et al., 2005; but see Lait et al.,
2003). Transmission of plant diseases by herbivorous
insects may go unnoticed as many pathogens do not
result in a visible phenotype (Dardick et al., 2000), but may
influence plant-insect interactions.

3.2 Signal Transduction

Upon elicitation, information needs to be processed
through a signaling network in order to trigger responses.
Most research on signal transduction in plant defense
against insects centered around three classes of hor-
mones: jasmonates (a.k.a oxylipins), salicylates and ethyl-
ene, but there are indications that other hormones are
involved. Several lines of evidence can indicate the
involvement of a hormone in plant defense against herbi-

vores: 1) the hormone is induced by herbivory; 2) applica-
tion of the hormone to the plant affect resistance against
herbivores; and 3) mutation of the hormonal pathway
affects resistance against herbivores. In this section I will
introduce the hormone classes and discuss the roles of the
hormone class in plant following the above mentioned
lines of evidence. Note that other chapters in TAB cover
the roles of these hormones in both plant-microbe interac-
tions and normal development:

“Abscisic Acid Biosynthesis and Response”
Ruth R. Finkelstein and Christopher D. Rock

“Ethylene”
G. Eric Schaller and Joseph J. Kieber

“The Arabidopsis Thaliana-Pseudomonas Syringae
Interaction”
Fumiaki Katagiri, Roger Thilmony, and Sheng Yang He

“Interactions between Xanthomonas Species and
Arabidopsis thaliana”
C. Robin Buell

“The Oxylipin Pathway in Arabidopsis”
Robert A. Creelman and Rao Mulpuri

I will start with the most important hormonal class in plant-
insect interactions: jasmonates. 

3.2.1 Jasmonates

3.2.1.1   Biosynthesis.   Jasmonates are a group of oxi-
dized, fatty-acid derived compounds with hormonal func-
tions, the most famous member being jasmonic acid (JA;
figure 6). The biosynthetic pathways of jasmonates start
with the liberation of linolenic acid (18:3 fatty acid) or 16:3
fatty acid from membrane lipids by phospholipases. A
possible explanation of the reduced emission of volatiles
by lox2-silenced plants is the lack of trichomes of these
plants. This lack of trichomes is not due to JA deficiency
but because these mutants were created in a hairless
Columbia background, although this was not mentioned in
the original publication (Bell et al., 1995). This indicates
that trichomes may play a major role in the emission of
volatiles by Arabidopsis. Several phospholipases have
been associated with JA biosynthesis: DAD1, PLA-IIA, and
PLD-alpha1 all encode wound-inducible phospholipases
(Wang et al., 2000; Ishiguro et al., 2001; Rietz et al., 2004).
However, only mutation of PLD-alpha1 has been associat-
ed with reduced levels of wound-induced JA (Wang et al.,
2000). The 18:3 and 16:3 fatty acids are subsequently
used by lipoxygenases (LOX), allene-oxide synthase (AOS)
and allene-oxide cylcase (AOC) to produce 12-oxophyto-
dienoic acid (OPDA) and dinor-oxophytodienoic acid
(dnOPDA) (from 18:3 and 16:3 respectively). OPDA and
likely also dnOPDA can be metabolized to JA through the
action of 12-oxophytodienoic acid reductase (OPR) and a
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ß-oxidase complex of limited specificity. JA can be modi-
fied in several ways, e.g. by JA methyl transferase (JMT),
resulting in methyl-jasmonate (MeJA) and by JAR1, result-
ing in amino-acid conjugated JA, especially with isoleucine
(JA-Ile). A side-branch of the oxylipin pathway uses the
products of LOX to produce the green leaf volatiles,
through the action of hydroperoxide lyase (HPL) and alco-
hol dehydrogenase (ADH). OPDA, JA, MeJA, JA-Ile and
green leaf volatiles all have demonstrated, often distinct
functions in plant defense (for reviews on oxylipin biosyn-
thesis and function see Creelman and Mulpuri, 2002;
Schaller et al., 2004; Van Poecke and Dicke, 2004; also see
R. Liechti and E.E. Farmer's Science STKE connection
map at http://stke.sciencemag.org for an interactive
resource).

3.2.1.2   Induction.   In Arabidopsis, jasmonate biosyn-
thesis is stimulated by wounding, caterpillar and thrips
feeding (Stotz et al., 2002; Reymond et al., 2004; De Vos
et al., 2005). Correspondingly, expression of jasmonate
biosynthesis genes can be induced by wounding (demon-
strated for LOX2, AOS, AOC and HPL), and caterpillar
feeding (demonstrated for LOX2, AOS, HPL and OPR3)
(Reymond et al., 2000; Stotz et al., 2000; Stenzel et al.,
2003; Reymond et al., 2004).  Aphid feeding also induced
the expression of LOX2, however, no induction of JA-lev-
els could be detected (Moran and Thompson, 2001; Moran
et al., 2002; De Vos et al., 2005). Besides JA biosynthesis
genes, also many JA-responsive genes are induced by
caterpillar and thrips-feeding. For P. rapae, 48-55% of the
insect responsive genes are also MeJA responsive and for
thrips this was even higher: 69% (Reymond et al., 2004;
De Vos et al., 2005). Interestingly, only about half of the
caterpillar-induced JA responsive genes were also induced
by thrips, indicating differences in responses to caterpillar
and thrips-feeding downstream of JA (De Vos et al., 2005).

3.2.1.3   Application. Application of jasmonates affects
trichome formation, glucosinolate biosynthesis and ter-
penoid emissions. For example, Traw and Bergelson
(2003) demonstrated for several Arabidopsis accessions
that spraying with JA induced trichome formation in new
leaves. Similarly, several studies have shown induction of
glucosinolates by MeJA treatment, with varying effects
between different glucosinolate classes and Arabidopsis
accessions. Interestingly, the pattern of MeJA-induced
glucosinolates (mainly indole glucosinolates ) does not
correspond with the pattern induced by the caterpillar S.
exigua, or the aphids M. persicae and B. brassicae (main-
ly aliphatic glucosinolates) (Brader et al., 2001;
Kliebenstein et al., 2002; Mikkelsen et al., 2003; Cipollini et
al., 2004; Mewis et al., 2005). Spraying with JA induced the
emission of several volatile compounds, with the most dra-
matic increases in terpenoid emissions (Van Poecke, 2002;
Fäldt et al., 2003). Additionally, OPDA, JA or MeJA treat-
ment induced many genes that are also induced by
wounding and/or caterpillar feeding, including glucosino-
late and terpenoid biosynthesis genes and defense protein
genes, although there are also differences between the

effects of these treatments (Fäldt et al., 2003; Reymond et
al., 2004). It is therefore not surprising that application of
jasmonate affects Arabidopsis-insect interactions: JA-
treatment reduces larval mass of S. exigua and induces the
attraction of C. rubecula parasitoids (Van Poecke and
Dicke, 2002; Cipollini et al., 2004). 

3.2.1.4   Mutants.   Many studies on jasmonates and
Arabidopsis-insect interactions have used mutant plants.
In Arabidopsis, several mutants are either affected in
oxylipin biosynthesis or downstream responses. Examples
of biosynthesis mutants are the fad3-2fad7-2fad8 triple
mutants that cannot make JA or its precursors OPDA and
dnOPDA because the biosynthetic pathways leading to
16:3 and 18:3 unsaturated fatty acids have been blocked
(McConn and Browse, 1996); lox2 cosuppressed plants
that do not show increased JA levels upon wounding (Bell
et al., 1995); opr3 mutants that cannot convert OPDA or
dnOPDA into JA (Stintzi et al., 2001) and jar1 mutants that
are unable to conjugate JA to isoleucine, which is neces-
sary for some but not all JA responses (Staswick and
Tiryaki, 2004).The downstream mutants include coi1
mutants that are impaired in all known JA responses
(Devoto et al., 2002); and mpk4 mutants that do not show
JA-induced inhibition of the SA pathway (Petersen et al.,
2000). A more detailed discussion of the effects of these
mutations on Arabidopsis-insect interactions follows next
(and see figure 7).

3.2.1.4.1. fad3-2fad7-2fad8 - affecting overall oxylipin
levels.   By using a fad3-2fad7-2fad8 triple mutant,
McConn et al. (1997) demonstrated that jasmonates are
involved in defense against insects in Arabidopsis. The
triple mutant is more susceptible to root-feeding larvae
from the common fungus gnat B. impatiens, but resistance
could be restored to nearly wild-type levels by applying
MeJA. On the other hand, Cipollini et al. (2004), could not
detect differences in larval growth rate and fresh weight of
S. exigua after 48 h of feeding on wild-type plants or fad3-
2fad7-2fad8 triple mutants. 

3.2.1.4.2. LOX2 silenced plants - affecting inducible jas-
monate levels.   Whereas, fad-triple mutants affect all 16:3
and 18:3 derived oxylipin products, including jasmonates
and green leaf volatiles, lox2 silenced plants only affect
wound-induced jasmonate levels (Bell et al., 1995). Using
these plants, Van Poecke et al. (2002) reported reduced
attraction of parasitoid wasps after herbivory. However,
analyses of volatile emissions showed reduced emissions
of all volatiles detected, including constitutively present,
non-inducible compounds that are not likely to depend on
induced JA levels, suggesting that the reduced attraction
of parasitoid wasps cannot be explained by a loss of JA
inducibility  (Van Poecke, 2002). A possible explanation
could be the absence of trichomes on lox2 silenced plants.
Although not mentioned in the original publication (Bell et
al., 1995), lox2 silenced plants were generated in a hairless
Columbia background. The effect on parasitoid attractions
therefore appears to be due to lack of trichomes rather
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than lack of inducible JA. Analyses of oxylipin levels in
these plants showed that lox2 cosuppressed plants still
show increased accumulation of jasmonates after P. rapae
feeding, although somewhat less then wild-type plants,

indicating that silencing may not be complete (Van
Poecke, unpublished results).

3.2.1.4.3. opr3 - affecting JA levels.   Further dissection
of the role of oxylipins in defense against insects has been

Figure 6. Biosynthesis of ET, JA and SA. From left to right: biosynthesis of ET, jasmonates and SA. Enzymes are indicated
in red, mutants in green and compound names in blue. For explanation of abbreviations see §3.2.2.1 (ET), §3.2.1 (jas-
monates) and §3.2.3.1 (SA); additionally FADs, fatty acid desaturases; 13-HPOT, 13(S)-hydroperoxy linolenic acid; OPC8:0,
3-oxo-2(2_(Z)-pentenyl)-cyclopentane-1-octanoic acid; BA2H, benzoic acid-2 hydroxylase. Figure adapted with permission
from Schaller and Kieber (2002); Schaller et al. (2005); and Wildermuth et al. (2001).
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performed by using opr3 mutant plants. Stinzi et al. (2001)
used opr3 mutants, which are in a Ws-0 background, to
demonstrate that biosynthesis of JA from OPDA is not
required for defense against B. impatiens and that JA-pre-
cursors such as OPDA are sufficient to retain resistance.

3.2.1.4.4. jar1 - affecting JA conjugation to amino acids.
So far, there is no indication that amino-acid conjugation of
JA is involved in Arabidopsis-insect interactions.
Comparing wild-type and jar1-1 plants, no difference
could be detected in constitutive or JA-induced glucosino-
late levels (Cipollini et al., 2004) or JA-induced trichome
formation (Traw and Bergelson, 2003). The jar1 mutation
also did not affect larval growth rate and fresh weight of S.
exigua larvae after 48 h of feeding (Cipollini et al., 2004), M.
perzicae population growth during 6 consecutive days
(Dong et al., 2004), or parasitoid attraction to P. rapae-
infested plants (Van Poecke and Dicke, 2003). 

3.2.1.4.5. coi1 - affecting signal-transduction down-
stream of jasmonates.   COI1 is an F-box protein involved
in targeting proteins for degradation. It is hypothesized
that the targets of COI1 include repressors of jasmonate
responses that act downstream of jasmonate biosynthesis
(Devoto et al., 2002). Loss of COI1 function, such as in the
coi1-1 mutant, affects all known responses downstream of
jasmonates, with the possible exception of responses
depending on the electrophilic properties of some oxylip-
ins (Alméras et al., 2003). Both constitutive and MeJA
induced levels of indole and some aliphatic glucosinolate
levels, as well as MeJA induced expression of glucosino-
late biosynthesis genes, are reduced or abolished in coi1
(Brader et al., 2001; Mikkelsen et al., 2003; Mewis et al.,
2005). Of the genes induced by P. rapae feeding, 67-84%
was COI1 dependent (Reymond et al., 2004). The coi1
mutants show increased growth rates of S. littoralis and S.
exigua and are more susceptible to B. impatiens and to M.

Figure 7. Signaling networks. A simplified scheme of ET, JA and SA signaling and their interactions. Hormones are depict-
ed in red, proteins for which mutants were discussed in section 3.2 are depicted in green. Figure partially adapted from de
Vos (2006).
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perzicae and B. brassicae (Stintzi et al., 2001; Stotz et al.,
2002; Mewis et al., 2005). 

3.2.1.4.6. mpk4 - affecting JA/SA interactions.   MPK4 is
a map-kinase that is also required for several downstream
responses of JA. The mpk4 mutant, which is in a Ler back-
ground, shows enhanced levels of SA and SA-inducible
responses, likely caused by alleviation of JA repression of
SA. Moreover, mpk4 mutants are impaired in the induction
of MeJA responsive genes and this inhibition is independ-
ent of SA. Thus, mpk4 mutants are affected in JA signaling
in two ways: by direct inhibition of JA inducible responses
and by elevated SA responses which in turn antagonize JA
responses (see below). Induction of glucosinolate levels by
MeJA is inhibited in these mutants (Mikkelsen et al., 2003).
Andreasson et al. (2005) mention unpublished results
showing that mpk4 mutants are more susceptible to herbi-
vore feeding. It is unclear whether these effects are caused
by direct JA signaling effects; by enhanced SA inhibition of
JA responses; or by both. 

In short, oxylipins like OPDA and JA are important for
resistance against insect herbivores with different modes
of feeding, including caterpillars, thrips and aphids. The
role of OPDA and JA seems to be redundant, meaning that
OPDA can take over the role of JA and vice versa, although
the role of OPDA has so far only been established for
resistance against B. impatiens. Besides having overlap-
ping functions, both JA and OPDA also have distinct func-
tions. For example, JA is essential for male fertility and
OPDA can induce the expression of genes which are JA
and COI1 independent, possibly through its electrophilic
properties (Feys et al., 1994; McConn and Browse, 1996;
Stintzi et al., 2001). Whether the specific properties of JA
and OPDA are important for plant defense against insects
is unclear. If OPDA can account for oxylipin-dependent
resistance against herbivores in general, conjugation of
oxylipins to isoleucine through JAR1 is not likely to be
important, as OPDA is not a substrate for this enzyme
(Staswick and Tiryaki, 2004). Indeed no effects of JAR1 on
Arabidopsis insect interaction have been reported.  The
downstream component COI1 is essential for most
oxylipin-dependent responses, either mediated to OPDA
or JA. The contradictory results of reduced performance of
S. exigua on coi1 but not fad triple mutants, may indicate
an oxylipin-independent effect of COI1 on herbivory by S.
exigua, but could also be due to difference in methods. For
example, cut-off rosettes were used in the fad-triple exper-
iment, whereas the coi1 mutants were left intact (Cipollini
et al., 2004; Mewis et al. 2005). Jasmonates also interact
with other hormonal pathways, including the ethylene and
salicylate pathways, which are discussed next. 

3.2.2 Ethylene

3.2.2.1 Biosynthesis.   Ethylene is a plant hormone
derived from methionine by the consecutive action of S-
adenylmethionine synthase (SAMS), 1-aminocyclo-
propane-1-carboxylic acid (ACC) synthase (ACS) and ACC

oxidase (ACO; figure 6). ACC synthase activity is the first
dedicated step towards ethylene biosynthesis. In plant
defense, ethylene is mainly known for its positive role in
resistance against necrotrophic pathogens, in concert with
JA (reviewed by Glazebrook, 2005). However, there are
several indications that ET also affects plant-herbivore
interactions (for a review of ethylene biosynthesis see
Schaller and Kieber, 2002; also see A.N. Stepanova and
J.M. Alonso's Science STKE connection map at
http://stke.sciencemag.org for an interactive resource).

3.2.2.2 Induction.   Both wounding and herbivory by
caterpillars results in induction of ethylene, whereas thrips
feeding has little and aphid feeding no influence on ET lev-
els (Rojo et al., 1999; De Vos et al., 2005). Ethylene biosyn-
thesis genes are induced by wounding (demonstrated for
several ACS and ACO1) as well as caterpillar feeding
(demonstrated for SAMS2 and ACO1), and the same holds
true for ethylene responsive genes (Reymond et al., 2004;
Tsuchisaka and Theologis, 2004). 

3.2.2.3   Application.   Treatment with the ethylene pre-
cursor ACC negatively affected the biosynthesis of MeJA-
inducible aliphatic and indole glucosinolates and the
expression corresponding biosynthetic genes. Conversely,
treatment with MeJA negatively affected the biosynthesis
of an ET-inducible indole glucosinolate (Mikkelsen et al.,
2003). Treatment of Arabidopsis with ethephon, an ethyl-
ene releasing compound, resulted in decreased resistance
against the generalist S. littoralis, possibly due to its nega-
tive effect on JA-induced defenses, but not against the
specialist P. xylostella (Stotz et al., 2000). 

3.2.2.4  Mutants. Several mutants have been used to
study Arabidopsis-insect interactions. All mutants
described here are downstream regulators of ethylene sig-
naling. These include etr1-1 which is disrupted in ET per-
ception (Wang et al., 2003), ctr1 which shows constitutive
activation of ET responses (Huang et al., 2003), and ein2-
1 and hsl1-1 which show mutations in positive transducers
of ET signaling (Lehman et al., 1996; Alonso et al., 1999)
(figure 7).

3.2.2.4.1. etr1-1 - affecting ethylene perception.   ETR1
encodes one of the five ethylene receptors in Arabidopsis.
ETR1 interacts with CTR1 and upon binding of ET inhibits
CTR1 (Wang et al., 2003). The etr1-1 mutant shows
enhanced induction of indole glucosinolates by generalist
and specialist aphids, but not by S. exigua. This mutation
had a negative impact on caterpillar but not aphid per-
formance (Mewis et al., 2005). Additionally this mutant was
used in a study on crosstalk between the bacterial
pathogen harpin protein and resistance against M. persi-
cae. Harpin induced ETH (and SA and reduces JA) con-
centration in plants and induces resistance against M. per-
sicae. This induced resistance against M. persicae is
dependent on the ethylene-receptor ETR1 (Dong et al.,
2004). 
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3.2.2.4.2. ctr1-1 - affecting signal transduction down-
stream of ethylene.   CTR1 is a protein kinase that acts as
negative regulator of ethylene responses and possibly tar-
gets EIN2. The ctr1-1 mutant therefore shows constitutive
activation of ethylene responses and has a stunted pheno-
type (Kieber et al., 1993; Alonso et al., 1999; Huang et al.,
2003). As expected, the ctr1-1 mutant shows decreased
levels of MeJA inducible glucosinolates, fitting nicely with
the antagonistic effect of exogenous applied ACC on
MeJA inducible glucosinolates. Additionally, the ctr1-1
mutant also shows reduced levels of a glucosinolate that
is induced by ACC (Mikkelsen et al., 2003). 

3.2.2.4.3. ein2-1 - affecting signal transduction down-
stream of ethylene.   Similar to the coi1-1 mutant for jas-
monate response, the ein2-1 mutant affects all known eth-
ylene responses and is thus completely insensitive to eth-
ylene. Although EIN2 is cloned, its aminoacid sequence is
rather unique and its function remains unclear (Alonso et
al., 1999). The ein2-1 showed the higher basal indole glu-
cosinolates levels. Additionally, ein2-1 showed enhanced
resistance against the generalist S. littoralis but not against
the specialist P. xylostella (Stotz et al., 2000). In contrast,
ein2-1 did not show harpin-induced resistance against M.
persicae (Dong et al., 2004).

3.2.2.4.4. hls1-1 - affecting ethylene-auxin interactions.
HLS1 shows similarities to N-acetyltransferases and pos-
sibly acetylates proteins involved in auxin responses.
HSL1 also acts downstream of ethylene and is thought to
function as a regulator of auxin-activity involved in differ-
ential cell-growth involved in apical hook formation
(Lehman et al., 1996). Interestingly, Stotz et al. (2000)
found that the hls1-1 mutant showed a similar phenotype
with respect to caterpillars as the ein2-1 mutant: enhanced
resistance against the generalist S. littoralis but not against
the specialist P. xylostella, suggesting that HLS1 not only
affects morpholocial features, but also plant defenses.
Whether auxin is involved in this effect of HLS1 is unclear. 

3.2.2.5  Interaction Between JA and ET Pathways.
Summarizing, it appears that ethylene is involved as a neg-
ative regulator of caterpillar-induced defenses, affecting
generalist but not specialist caterpillars. That ethylene did
not affect the performance of a specialist caterpillar may
not be because ethylene does not influence defenses in
this interaction but rather that these defenses are not
effective against this specialist. This seems plausible con-
sidering that the effect of ethylene on herbivore perform-
ance is likely mediated at least partly through glucosino-
lates, which are not effective against P. xylostella. Thus,
ethylene seems to exert an inhibitory effect on herbivory-
induced, JA-dependent responses such as, but not limited
to, glucosinolate production. Lorenzo et al. (2004) demon-
strated that JA responses can be split into two groups,
mediated either by AtERF1 (ethylene responsive factor 1)
or AtMYC2 (=JAI1) which act antagonistically. Thus stimu-
lation of AtERF1 by the combination of ET and JA inhibits
the JA responses mediated through AtMYC2 and stimula-

tion of AtMYC2 through JA inhibits the responses mediat-
ed through AtERF1. Recently, De Vos (2006) showed that
caterpillar feeding or regurgitant treatment induces the
AtMYC2 pathway and inhibits the AtERF1 pathway, possi-
bly through concerted action of JA and abscisic acid
(ABA), as demonstrated using jin1-2 (defective in AtMYC2
and originally identified as a jasmonate-insensitive mutant)
and aba2-1 (ABA biosynthesis mutant). This fits well with
the idea that ET has a negative effect (through AtERF1) on
defenses against caterpillars. Although ET is induced by
caterpillar feeding, the plant may attenuate the negative
effect of ET through induction of AtMYC2. Apparently, this
inhibition is not complete, which would explain why ET
mutants are more resistant against generalist caterpillars. 

With respect to aphids, the effect of ET on plant defens-
es is less clear. ET is a negative regulator of aphid-induced
defenses, but this does not seem to affect aphid perform-
ance. Induced resistance against aphids by application of
the bacterial harpin elicitor depends on ET. This suggests
that ET acts as a positive mediator of resistance against
aphids. However, this might be specific to Arabidopsis-
pathogen-aphid interactions. The cev1 mutant, that
through changes in cell wall properties (possibly higher
concentrations of cell-wall derived elicitors) showed
increased levels of oxylipins, especially JA, and ET, also
showed enhanced resistance against M. persicae (Ellis et
al., 2002a). However, it is unclear whether the latter can be
mainly attributed to JA, ET, or a combination of both. Thus,
there are no clear indications that ET plays a stimulatory
part in the normal defense response of Arabidopsis
against aphids.

In short, JA/ET responses appear to be mainly important
for plant defense against necrotrophic pathogens and acts
antagonistically to plant defense against insects.
Conversely, the 'JA-only' pathway appears to be mainly
important for plant defense against insects and acts
antagonistically to plant responses to necrotrophic
pathogens (figure 7).

3.2.3 Salicylates

3.2.3.1   Biosynthesis.   Salicylates, such as salicylic acid
(SA), are especially known from their role in defense
against biotrophic pathogens (Glazebrook, 2005). There
appear to be two biosynthetic pathways, the phenyl-
propanoid pathway and the isochorismate pathway (figure
6). Both use the precursor chorismate as a substrate. In
the isochorismate pathway, chorismate is used by isocho-
rismate synthase (ICS1) and pyruvate lyase (PL) to pro-
duce SA. In the phenyl-propanoid pathway, chorismate is
used by chorismate mutase (CM), which through interme-
diates L-arogenate, phenylalanine, trans-cinnamic acid,
and benzoic acid (BA) results in the production of SA
(Wildermuth et al., 2001). SA can subsequently be used by
benzoic/salicylic acid methyl transferase (BSMT) to pro-
duce the more volatile methyl-salicylate (MeSA) (Chen et
al., 2003a). Additionally, both BA and SA can be stored in
an inactive glucoside form (Seo et al., 1995; Chong et al.,
2001). Studies on the role of salicylates in plant-insect
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interactions have mainly focused on their attenuating
effect on jasmonate-induced responses. However, there is
also evidence for a role of salicylates as a positive media-
tor of plant defense against insects (De Boer and Dicke,
2004).

3.2.3.2   Induction.   Studies on endogenous SA levels
after herbivore-attack have produced different results. De
Vos et al (2005) found no induction of SA by P. rapae, F.
occidentalis or M. persicae feeding. This corresponds well
with the finding by Reymond et al. (2000, 2004) that
wounding or feeding by P. rapae, P. brassicae or S. littoralis
did not result in the upregulation of SA-responsive genes.
On the other hand, Stotz et al. (2002) mentioned induced
SA levels upon S. littoralis but not P. xylostella feeding in
Ler-0, although these data have not been published. Van
Poecke et al. (2001) demonstrated that P. rapae feeding
but not mechanical damaged induced MeSA emissions. P.
xylostella feeding also induced MeSA emission (Chen et
al., 2003a). Chen et al. (2003) cloned a SAMT gene from
Arabidopsis (AtBSMT1) and showed that it was inducible
in leaves by wounding, P. xylostella and F. occidentalis her-
bivory, and MeJA but not SA treatment. It appears that
although MeSA emissions are increased upon herbivory,
this is not accompanied by increased SA levels or large
change in SA-responsive gene-expression. This means
either that salicylate biosynthesis is induced by herbivory
and that the increased flux through this pathway is com-
pletely directed towards MeSA synthesis; or that her-
bivory-induced MeSA production only relies on stored SA
(for example in the form of SA-glucoside).

3.2.3.3   Application. Many studies using SA applica-
tion to study Arabidopsis-insect interactions have demon-
strated a negative effect on JA-inducible defenses. For
example, SA application interferes with S. littoralis-
induced JA-levels (Stotz et al., 2002); with JA induced for-
mation of trichomes (Traw and Bergelson, 2003); with the
induction of indole glucosinolates  and some aliphatic glu-
cosinolates  by MeJA in Ler (Kliebenstein et al., 2002); and
with the induction of total glucosinolates by JA in Ws-0 but
not in Col-0 (Cipollini et al., 2004). Interestingly, some glu-
cosinolates are induced by SA or the SA analogue INA and
this induction can be inhibited by MeJA in both Col-0 and
Ler (Kliebenstein et al., 2002; Mikkelsen et al., 2003).
Another glucosinolate is synergistically induced by JA and
SA in Ler (Kliebenstein et al., 2002). Similarly, Cipollini et al.
(2004) showed synergistic effects of JA and SA on total
glucosinolate levels in Col-0. 

As SA clearly affects plant defenses, it is not surprizing
that it also affects Arabidopsis insect interactions. SA
treatment increased larval growth of S. exigua on Col-0
and Ws-0 (Cipollini et al., 2004), likely because it's inhibito-
ry effect on JA-induced defense mechanisms such as glu-
cosinolate accumulation. However, application of the SA-
analogue BTH resulted in modestly reduced aphid fecun-
dity (Moran and Thompson, 2001), suggesting that SA
inducible defenses increase resistance against aphids.
This is somewhat remarkable as JA defenses also increase

resistance against aphids.  Application of SA did not
induce parasitoid attraction (Van Poecke and Dicke, 2002).

3.2.3.4   Mutants.   Many mutants are available that
interfere with SA signaling. One of the mutants discussed
here, sid2, is a biosynthesis mutant impaired in the iso-
chorismate pathway. Other mutants affect SA concentra-
tions by being either positive or negative regulators of SA
biosynthesis. The former include eds1-2, eds5, eds15,
pad4 and mpk4, the latter cpr1, cpr6, hrl1 and acd2. There
is also a transgenic plant, NahG, which contains a gene
degrading SA. Besides mutants affecting biosynthesis,
there is also a mutant that affects signaling downstream of
SA: npr1. The effect of these different mutations on
Arabidopsis-insect interactions is discussed next (see also
figure 7).

3.2.3.4.1. NahG-degradation of SA.   NahG transgenic
plants contain a bacterial salicylate hydroxylase gene that
converts SA into catechol (Delaney et al., 1994). Although
this effectively removes endogenous SA, the degradation
product, catechol, is known to cause side-effects (Heck et
al., 2003). Therefore, the results using NahG plants may
not reflect loss-of-SA responses but rather responses to
catechol or a combination of both. Nevertheless, some
results correspond nicely to results with SA application or
other mutant plants. For example, NahG plants have high-
er basal levels of MeJA-inducible indole glucosinolates
(Brader et al., 2001; Mikkelsen et al., 2003; Mewis et al.,
2005) and higher levels of aphid and S. exigua induced
aliphatic glucosinolates  (Mewis et al., 2005). This corre-
sponds nicely to alleviation of the inhibition of MeJA
inducible indole glucosinolates by SA (Kliebenstein et al.,
2002) and the higher basal levels of indole glucosinolates
in other SA signaling impaired mutants (see below). NahG
plants showed reduced larval growth of and defoliation by
T. ni in both the Col-0 and Ler background (Cui et al.,
2002), which fits nicely with the reduced performance on
other SA mutants and the increased performance of cater-
pillars on SA treated plants (Cipollini et al., 2004; and see
below). As expected, NahG plants show an abolished
emission of MeSA upon feeding by P. rapae. Additionally,
these plants also show a strongly reduced sesquiterpene
emission, which indicates a signaling role for (Me)SA in
indirect defense, although an effect of catechol cannot be
excluded (Van Poecke, 2002). The reduced emission of
these volatiles is accompanied by a reduced attraction of
parasitoid wasps by NahG plants (Van Poecke and Dicke,
2002). 

3.2.3.4.2. sid2, eds1-2, eds5, eds15 and pad4 - interfer-
ing with SA biosynthesis.   Most of the SA-pathway genes
studied in Arabidopsis-insect interactions act upstream of
SA accumulation, either through biosynthesis or regulato-
ry functions. Several of the latter genes act as positive reg-
ulators of SA biosynthesis. Mutation of genes involved in
biosynthesis or positive regulation interferes with SA accu-
mulation. As such mutations have similar effects on plant-
herbivore interactions, they are discussed together. The
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SID2 gene encodes the enzyme isochorismate synthase
and is part of SA biosynthesis. SID2 is required for
pathogen-induced production of SA. Mutation of SID2
affects both induced and, to a lesser extent, constitutive
SA levels (Wildermuth et al., 2001). PAD4, EDS1 (from Ler
background) and EDS5 are positive regulators of SA sig-
naling acting upstream of SA biosynthesis. PAD4 and
EDS1 are homologous to triacyl glycerol lipases and EDS5
is homologous to MATE-transporters (Jirage et al., 1999;
Nawrath et al., 2002). Just as sid2, eds5 (also called sid1)
has low levels of endogenous SA (free or bound by glu-
cose) that cannot be induced by pathogens (Nawrath et
al., 2002). Neither EDS1 nor PAD4 has reduced basal SA
levels, but both show reduced accumulation of SA after
infection by pathogens (reviewed by Wiermer et al., 2005).
Other mutants that (may) interfere with SA signaling are
eds9-1 and eds15. However, these mutations have not
been characterized and the corresponding genes not
cloned. Thus, how these mutations affect SA signaling is
unknown. The eds15 mutant shows reduced SA accumu-
lation upon pathogen infection, although less dramatic
than the sid2-2 mutant (Dewdney et al., 2000). The eds9-1
mutant shows some similar, but not identical symptoms as
eds5 but its relationship with SA signaling is unclear
(Rogers and Ausubel, 1997).

The sid2, eds1-2, and pad4 mutants showed reduced
growth of and defoliation by T. ni, eds5 showed reduced
growth of, but not defoliation by T. ni, and eds15 did not
show an effect on either T. ni growth or defoliation (Cui et
al., 2002). Additionally, eds5 and eds9-1 showed no effect
on aphid fecundity (Moran and Thompson, 2001). It should
be noted that a gene-expression profiling study including
eds5, sid2-1, pad4, nrp1-1 (see below), ein2-1 (ethylene
signaling), and coi1-1 (jasmonate signaling) demonstrated
functions of PAD4 that appear to be independent of SA but
dependent on JA/ET, whereas eds5 and sid2-1 only affect
SA-signaling (Glazebrook et al., 2003), Although this may
imply that some of the results of pad4 are not due to
effects on SA signaling, the results with sid2 indicate that
the results of pad4 can largely be explained through its
effect on SA accumulation.

3.2.3.4.3. cpr1, cpr6, hrl1 and acd2 - constitutive activa-
tion of SA signaling.   In contrast to the mutants described
above, CPR1, CPR6, HRL1 and ACD2 are negative regula-
tors of SA such that mutation of CPR1, CPR6, HRL1 or
ACD2 results in elevated SA levels and SA-inducible
responses (Bowling et al., 1994; Greenberg et al., 1994;
Clarke et al., 1998; Devadas et al., 2002). For both CPR1
and 6 it has been demonstrated that they act upstream of
PAD4, EDS1 and EDS5 (Clarke et al., 2000; Clarke et al.,
2001; Jirage et al., 2001). ACD2 encodes an enzyme
thought to be involved in chlorophyll breakdown and
mutation of this gene may lead to accumulations of break-
down products that trigger subsequent changes such as
increased SA levels and lesion formation (Mach et al.,
2001). Thus, ACD2 may only be indirectly involved in plant-
defense signaling.

Corresponding to the enhanced SA-signaling, the cpr1
mutant shows elevated levels of SA-inducible glucosino-
lates and reduced levels of some MeJA induced glucosi-
nolates  (Mikkelsen et al., 2003); and hrl showed reduced
basal levels of both (insect-inducible) aliphatic and (MeJA-
inducible) indole glucosinolates (Mewis et al., 2005).
Additionally, the hrl1 mutant showed reduced levels of M.
persicae and S. exigua induced glucosinolates , but not of
B. brassicae induced glucosinolates (Mewis et al., 2005). 

The reduced levels of hrl1 plant defenses correspond
with an enhanced performance of M. persicae, but not of
B. brassicae or S. exigua. Both cpr mutants and acd2
showed enhanced growth of T. ni, which for cpr6 and acd2
corresponded with increased defoliation by this caterpillar
(Cui et al., 2002). Again, these effects on Arabidopsis-
insect interactions are likely caused by the interference
with JA-induced defenses such as glucosinolate biosyn-
thesis. 

However, the effect of these mutants on herbivory and
herbivory-induced responses may be more complex. It is
known that both cpr1 mutants and hrl1 also show up-reg-
ulated JA/ET-inducible responses that are dependent on
SA, JA and ET. Thus it was proposed that these mutants
induce at least two SA-dependent pathways: a JA/ET-
dependent pathway and a JA/ET-independent pathway
(Clarke et al., 1998; Clarke et al., 2000;Devadas et al.,
2002). How this relates to herbivore-induced responses is
unclear. 

3.2.3.4.4. mpk4 - affecting JA/SA interactions.   Another
negative regulator of SA is MPK4, discussed previously.
MPK4 mediated signaling is influenced by EDS1 and PAD4
and acts downstream of JA (Wiermer et al., 2005).The
mpk4 mutant shows a similar phenotype as the cpr1
mutant with respect to glucosinolates, with the exception
that MeJA cannot induce glucosinolates in this mutant at
all (Mikkelsen et al., 2003). This latter difference between
cpr1 and mpk4 may be caused by the additional role of
MPK4 in jasmonate responses (see the discussion of mpk4
in the jasmonate section).

3.2.3.4.5. npr1 - affecting signal transduction down-
stream of SA.   NPR1 (=NIM1) is an important component
of signaling downstream of SA that is activated by an SA-
induced change in redox-state of the cell. Many SA-
inducible responses are blocked in the npr1 mutant includ-
ing SA-inhibition of JA-inducible responses. However,
NPR1 is also required for some JA/ET responses. The dif-
ferent functions of NPR1 may be reflected in different sub-
cellular localization, with transport of NPR1 to the nucleus
being necessary for SA-dependent responses but not for
JA/ET dependent responses, nor for the inhibition of JA/ET
responses by SA (Glazebrook et al. 2003; and see Dong,
2004 for a review). 

The npr1-1/nim1 mutants (in Col-0 and Ws background
respectively) showed enhanced basal levels of total glu-
cosinolates (mainly aliphatic glucosinolates) (Cipollini et
al., 2004; Mewis et al., 2005), but this mutation negatively
affected JA-induced trichome formation (Traw and
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Bergelson, 2003). The npr1-1 mutants showed reduced
growth of and defoliation by T. ni, reduced growth but not
defoliation by S. exigua and reduced defoliation by S. lit-
toralis (Stotz et al., 2002). The nim1 mutant showed
reduced growth and defoliation by S. exigua (Cipollini et
al., 2004; Mewis et al., 2005). With respect to aphid fecun-
dity, Mewis et al. (2005) reported reduced fecundity of both
M. persicae and B. brassicae on npr1-1, although another
study reported no effect of npr1-1 on M. persicae fecundi-
ty (Moran and Thompson, 2001). No effect of NPR1 muta-
tion was found on P. rapae-induced parasitoid attraction
(Van Poecke and Dicke, 2003). The same study that report-
ed SA independent ET/JA dependent effects of PAD4
mutation showed a similar effect of NPR1 mutations. Thus,
it is unclear whether the effects of npr1-1 mutation on
Arabidopsis-insect are due to interference with ET/JA sig-
naling, SA signaling or both, although the results with other
mutants show more similarity of NPR1 mutation with defi-
ciency in SA signaling

3.2.3.5   Interactions Between SA, JA and ET Pathways.
From all these results, it becomes clear that SA, just like
ET, mainly acts as a negative regulator of Arabidopsis
defenses against herbivorous insects ranging from aphids
to caterpillars. Inhibition of SA accumulation alleviates of
inhibition of jasmonate responses. As a result, JA-
inducible defenses such as glucosinolate production reach
a higher level when the SA pathway is impaired. Thus, SA
signaling deficient plants are generally more resistant
against caterpillars. Mutations with a weaker effect on SA
accumulation, such as eds15, also have a weaker effect on
resistance. Inhibition of SA accumulations also enhances
defense mechanisms upon aphid feeding; however, this
does not seem to affect performance of the aphids.
Mutations stimulating the SA pathway show enhanced
inhibition of jasmonate responses and generally are less
resistant to caterpillars  and also to a generalist aphid. SA
has a more positive effect on indirect plant defenses. Not
only is MeSA an attractant of predators or parasitoids,it
likely also has a signaling function as suggested by the
lack of some terpenes in the headspace of caterpillar
infested nahG plants.

Some of the components of the SA-signaling pathway
are also involved in responses that are dependent on both
JA and ET. For example, PAD4 and NPR1 are required for
both SA as well as JA/ET dependent responses.
Additionally, cpr6 and hrl1 mutants which show elevated
levels of SA, also show up-regulated JA/ET-inducible
responses. These local responses are dependent on SA,
JA and ET and independent of NPR1. Thus it was pro-
posed that these mutants induce at least two, SA-depend-
ent pathways: a local, NPR1-independent, JA/ET-depend-
ent pathway and a systemic, JA/ET-independent, NPR1-
dependent pathway. Both pathways are demonstrated to
be involved in respectively local and systemic resistance
against biotrophic pathogens (Clarke et al., 1998; Clarke et
al., 2000;Devadas et al., 2002). As both the SA and the
JA/ET appear to work antagonistically to the 'JA only'
pathway, PAD4, NPR1, CPR6 and HRL1 may negatively

affect Arabidopsis defenses against insect herbivores in
multiple ways (figure 7).

3.2.4 Abscisic Acid

In the paragraph on JA-ET interactions, it was mentioned
that caterpillar feeding induced the JA/AtMYC pathway
(which is either part of or identical to the 'JA only' pathway)
and represses the JA/ET pathway possibly through con-
certed actions of JA and ABA. Thus, ABA may play a medi-
ating role in directing signaling downstream of JA in an
antagonistic manner to ET. Are there more indications that
ABA plays a role in Arabidopsis-insect interactions? The
short answer is no, not for Arabidopsis. However, loss of
ABA did result in reduced resistance against caterpillars in
tomato (Thaler and Bostock, 2004). ABA is mainly known
as a dehydration stress hormone and it is also known to
interfere with defenses against pathogens (Mauch-Mani
and Mauch, 2005). Interestingly enough, feeding by P.
rapae suppresses the expression of many dehydration-
induced genes compared to wounding (Reymond et al.,
2000)  From this one might conclude that insect-feeding
suppressed ABA induced responses, which is quite the
opposite of what has been mentioned before. So far, there
have been no reports that ABA levels increase upon her-
bivory. Whether and, if so, how ABA influences
Arabidopsis-insect interactions is therefore unclear. 

3.2.5 Gibberellins

Gibberellins are known for their role in developmental
processes. So far, only one study demonstrated a possible
effect of gibberellins on Arabidopsis defense against
insects, as gibberellin induced trichome formation in new
leaves Ler synergistically with JA. This induction is inhibit-
ed by SA (Traw and Bergelson, 2003). However, as it is
unknown whether herbivory induces gibberellin signaling,
the relevance to inducible plant defense remains unclear.

3.2.6 Summarizing Signal Transduction

From all the information discussed, the picture arises of a
signaling web where JA and other oxylipins play a central
role, but where defenses can be fine-tuned by other hor-
mones such as SA, ET and possibly others (figure 7).
Jasmonates influence defense-responses to all kinds of
insect herbivores, from phloem-feeders to tissue-munch-
ers and from specialists to generalists. SA and ET mainly
have an attenuating role on the induction of defenses
against insect herbivores. Although these generalizations
seem to be true for induction of defense responses, they
may not be true for the effect on herbivore performance. It
has been noted earlier that some defense responses, such
as glucosinolate production, are mainly effective against
generalists but not specialists. Similarly, ET seems to have
a positive effect on the performance of generalists, likely at
least partially due to reduced accumulation of JA-inducible
glucosinolates caused by the antagonistic effects of ET,
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but not on the performance of specialists. Studies on the
effect of JA and SA on herbivore performance have almost
exclusively focused on generalist herbivores. The only
exception is a report of increased performance of B. bras-
sicae on coi1 mutants. It seems likely that performance of
specialists will be less affected by induced defenses than
performance of generalists.

An obvious question is why plants attenuate their
inducible defenses by e.g. stimulating ET production upon
herbivory? If this is merely a fine-tuning of defenses, one
would expect that defenses should be optimized for spe-
cific attackers, which is obviously not the case as ET-sig-
naling deficient mutants are more resistant. However, dif-
ferent combinations of signals induce different defenses.
For example, although some defense responses will be
down-regulated by the combination of JA and ET, others
are up-regulated by this combination and yet others are
up-regulated by JA irrespective of the presence of ET and
so on. This is especially well-demonstrated with respect to
induction of different glucosinolates. Thus, different com-
binations of signaling pathways induce different defense
responses and these defense responses are effective
against different kinds of attackers. Plants may not be able
to defend themselves optimally to one kind of attacker
(e.g. insect herbivores) without becoming more suscepti-
ble to other kinds of attackers (e.g. biotrophic pathogens).
Such a trade-off between defenses could explain why
plants are not optimally defended. The interactions
between the effects of different attackers on plant defense
are discussed next. 

3.2.7 Responses to Multiple Attackers: Cross-Talk
Among Signaling Pathways

Plant defense responses clearly depend on the type of
attacker. These responses can roughly be divided in SA-
dependent responses upon attack by biotrophic
pathogens, JA/ET-dependent responses upon attack by
necrotrophic pathogens, and 'JA-only' responses upon
attack by insect herbivores. The tight and often negative
interactions between different signaling pathways within
the signaling web make it likely that the attack of one
species, such as a SA inducing pathogen, will affect the
plants responses to subsequent attacks by a next species,
such as a caterpillar against which mainly JA-inducible
defenses are effective. Indeed, several studies have inves-
tigated such interactions and found evidence for trade-
offs. Cui et al. (2002) showed that previous infection of
Arabidopsis with virulent P. syringae pv maculicola (Psm)
resulted in increased performance of T. ni larvae. As viru-
lent P. syringae mainly induces the SA-signaling pathway
(Glazebrook, 2005), this seems to fit well with the model of
antagonistic SA-JA interactions. Interestingly, although
performance of T. ni is generally lower on SA-lacking geno-
types such as NahG and npr1, virulent P. syringae still
induced increased performance of T. ni in these mutants,
indicating that this negative effect on Arabidopsis defens-
es is actually SA independent. This response was, howev-
er, dependent on PAD4. A possible explanation might by

that P. syringae, known to induce beside SA, also JA and
ET levels, elicits JA/ET dependent signaling. JA/ET signal-
ing is known to work antagonistically to 'JA only' respons-
es and is dependent on PAD4. It should be noted that this
increased susceptibility seems a rather subtle effect, as
researchers of the same group failed to reproduce these
results later, possibly due to slightly different environmen-
tal conditions (Cui et al., 2005). Another unexpected result
was that infection with avirulent Psm induced increased
resistance to T. ni and increased susceptibility to Psm (Cui
et al., 2002). This was subsequently demonstrated to be
caused by the JA mimic coronatine, which is produced by
these pathogens as a phytotoxin and likely aimed at
reducing SA-dependent defenses which are effective
against Psm (Cui et al., 2005). So, apparently there are
two, counteracting processes at work. On the one hand,
Psm induces a PAD4 dependent pathway that results in
increased susceptibility to caterpillars. On the other hand,
Psm induces a coronatine-dependent pathway that trig-
gers JA-inducible defenses and results in increased resist-
ance against caterpillars and susceptibility against Psm
(Cui et al., 2005). To make matters even more complex, De
Vos (2006) demonstrated that previous infestation with P.
rapae induces resistance against avirulent Pst. This is
rather unexpected as the work from Cui et al. (2005)
demonstrated that Psm actually tries to undermine plant
defenses by stimulating JA-responses. Similar to the
results with virulent Psm and T. ni, the results reported by
De Vos (2006) were independent of NPR1, SID2 or EDS5.
However, they were also independent of JAR1, COI and
EIN2, showing that neither SA, JA nor ET is likely to be
involved. Additionally, De Vos (2006) showed that previous
infection with P. rapae also induces resistance against
turnip crinkle virus and the bacterial pathogen
Xanthomonas campestris pv armoraciae, pathogens
against which SA-inducible defenses are effective, but not
against the fungal pathogen Alternaria brassicicola,
against which JA/ET-inducible defenses are effective. It is
also induced resistance against subsequent attack of P.
rapae itself. The mechanisms behind these findings are
unclear, but certainly reward more research.

Cleary, the effect of multiple attacks by different
pathogens and pests influence each other in complex
ways that may include the plant hormones SA, JA and ET,
but also other, largely unknown pathways. This also might
indicate why Arabidopsis apparently fails to optimally
launch defenses against a certain attacker as discussed in
the previous section: as multiple attacks by different
species are likely to be common in the field, a plant opti-
mizing its defenses against one pathogen or pest may
leave it too vulnerable to attack by others.

4. EVOLUTION OF DEFENSES

Although in this text I have often used the word defense,
actually the mechanisms discussed so far have mainly
dealt with plant resistance. According to the definition of
Rausher (1992) to qualify for the term "plant defense
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mechanism against insects" such a mechanism should
have been evolved or maintained within a plant population
because of selective pressures exerted by insect herbi-
vores, something that is not easily demonstrated.
Arabidopsis is a very suitable model for studying evolution
of plant defenses, not only because of its sequenced
genome and other genetic and molecular resources, but
also because of its wide geographical and environmental
range (Mitchell-Olds, 2001). This means that there are
many Arabidopsis populations that are growing in different
environmental condition and therefore experiencing differ-
ent selection pressures. Different ways to study evolution
of defenses including phenotypic characterization of
selection, genotypic characterization of selection, or a
combination of both.

4.1 Phenotypic Characterization of Selection 

Phenotypic characterization of selection often relies on
correlations between a certain resistance trait and plant fit-
ness. This illustrates a problem associated with phenotyp-
ic characterization of selection: correlations do not neces-
sarily infer causal relationships. Nevertheless, phenotypic
characterization of selection can be informative. However,
most studies mentioned in this book chapter studied
resistance by looking either at insect performance and/or
level of inflicted damage (e.g. number of holes in leaves).
Neither of these parameters necessarily affects plant fit-
ness and therefore we do not know whether the mecha-
nisms studied can be considered defense mechanisms.
For example, a plant may be tolerant to herbivore damage,
i.e. it may utilize its resources to compensate for herbivore
damage rather to defend itself against herbivores. This
may lead to situations where damaged plants are more fit
than undamaged plants (Weinig et al., 2003). 

4.1.1 Plant Fitness

Only a few studies did look at plant fitness.  Examples
include the positive effect of attracting parasitoids on fruit
number and weight of total seed production in P. rapae
infested Arabidopsis, but no evolutionary questions were
addressed (van Loon et al., 2000). 

In a field trial, Murren et al. (2005) found indications for
a selection pressure on tolerance but not on resistance
exerted by fungus gnats and aphids. However, there was
no control treatment where herbivory was prevented, mak-
ing these results hard to interpret. For example, herbivores
may have had a preference for larger plants that before the
onset of herbivory had a greater potential for seed pro-
duction, resulting in a similar seed production by larger,
infested plants and smaller, uninfested plants.

4.1.2 Effect of Glucosinolates, Trichomes and
Tolerance on Plant Fitness

In an extensive field study, Mauricio and coworkers
addressed several evolutionary questions with respect to

the role of tolerance, glucosinolates and trichomes on fit-
ness in natural populations of Arabidopsis in North
Carolina. They concluded that in Arabidopsis:  tolerance
and resistance to insect herbivores are not mutually exclu-
sive - a result confirmed also for herbivory by rabbits,
although tolerance and resistance mechanisms are likely
to differ between these studies (Weinig et al., 2003).
Additionally, they concluded that herbivory exerts a stimu-
latory selective pressure on glucosinolate levels, trichome
densities and tolerance; trichome density and glucosino-
late levels are positively correlated; there is no correlation
between the defense mechanisms on one hand and toler-
ance on the other; there are costs associated with both
defense mechanisms and with tolerance; and a costs/ben-
efit analyses resulted in a weak balancing selection for glu-
cosinolates in the presence of herbivores, a disruptive
selection on tolerance (directed either towards full toler-
ance or no tolerance, depending on the initial level of tol-
erance of the genotypes), and a negative selection pres-
sure for trichome density (Mauricio and Rausher, 1997;
Mauricio et al., 1997; Mauricio, 1998). The latter raises the
question why trichomes are present in these populations.
As glucosinolate levels and trichome densities are posi-
tively correlated, this may indicate genetic linkage between
glucosinolate level and trichome traits, and such linkage
disequilibrium can result in positive selection on glucosi-
nolate levels that also increases trichome density.
However, it could also be that trichome density is not at an
evolutionary equilibrium in those populations and eventu-
ally trichomes may be eliminated (Mauricio and Rausher,
1997). The latter explanation demonstrates another prob-
lem associated with phenotypic characterization of selec-
tion: evolution takes place over long periods of time and a
snapshot analyses may not reflect past selection pres-
sures.

4.2 Genotypic Characterization of Selection

Genotypic characterization of selection provides us with a
means to travel back in time. For example, by acquiring
genetic information related to a certain resistance trait in
many different genotypes (for example different acces-
sions or different plant species), differences in nucleotide
diversity can indicate adaptive evolution. This can be
based on differences between the levels of non-synony-
mous mutations (resulting in an amino acid substitution)
and synonymous mutations or on difference in the number
of mutations between the gene(s) affecting the trait and
their genetically linked regions on the one hand and
regions undergoing neutral evolution on the other hand.
Additionally, a difference in nucleotide diversity between
duplicated genes within a genome (paralogues) can reveal
the role of different evolutionary trajectories such as neu-
tral drift, selective sweeps  resulting in one allele becoming
dominant (possibly reflecting an "evolutionary armsrace"),
and balancing selections that allows for a diversity of alle-
les being present (possibly reflecting "trench warfare"), as
has been done by sequence analyses of various
Arabidopsis R-genes involved in gene-for-gene based
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defense against pathogens (Stahl et al., 1999; Bergelson et
al., 2001). These studies show the importance of gene-
duplication in generating genes with novel functions (e.g.
recognition of a different or an adapted pathogen), which
may be especially important in biotic interactions such as
between plants and pests. A disadvantage of the "charac-
terizing of genotypic selection" method is that often there
is only very limited information about the environmental
conditions during evolution and therefore we cannot be
sure about the identity of the selection pressures. Likely,
the most reliable method combines information of geno-
typic variation in extant accessions and/or species with
information on environmental parameters of the geograph-
ical origin of those genotypes (de Meaux and Mitchell-
Olds, 2003), although again these environmental parame-
ters may not reflect past selection pressures. 

4.2.1 Evolution of Glucosinolate Biosynthesis and
Degradation Genes

As mentioned in part II, dissection of glucosinolate biosyn-
thesis and degradation pathways revealed a limited set of
genes affecting elongation and modification of methionine
side-chains (reviewed by Kliebenstein et al., 2005; see fig-
ure 4). For example, the GS-ELONG locus, involved in
elongation of the methionine side-chains, consists of a
three-member gene-family formed by gene-duplication
and enzyme activity analysis shows functional divergence.
MAM1 catalyzes two cycles of elongation, resulting in C4
side-chains, MAM2 catalyzes one cycle of elongation,
resulting in C3 side-chains, and MAML catalyzes multiple
cycles of elongation. Additionally, MAM2 activity was
associated with higher total aliphatic glucosinolate.
Sequence analyses revealed a balancing selection on
MAM2, likely due to its impact on aliphatic glucosinolate
level. The higher levels of aliphatic glucosinolates associ-
ated with MAM2 confer resistance to the generalists S.
exigua and T. ni, but not to the specialist P. xylostella. As
there were no obvious costs to MAM2 expression, the
authors speculated that differences between the effects on
generalist herbivores (demonstrated resistance) and spe-
cialists (possible attraction/feeding stimulation) may
account for this balancing selection (Kroymann et al.,
2003). 

The GS-AOP locus is involved in side-chain modifica-
tion. Sequence, gene-expression and biochemical analy-
ses revealed three AOP genes and a pseudogene in three
different alleles of the GS-AOP locus found in 21
Arabidopsis accessions (Kliebenstein et al., 2001c). Again,
the AOP genes are the result of gene-duplication. Two
genes AOP2 and AOP3 have been functionally character-
ized and produce alkenyl and hydroxyalkyl glucosinolates
respectively. Interestingly, AOP2 and AOP3 expression
appears to be mutually exclusive, which for AOP2 is asso-
ciated with polymorphisms in the coding region in a few
accessions but with differences in gene-expression in oth-
ers. Difference in AOP3 activity is caused by differences in
gene-expression rather than polymorphisms in the coding
region. Variation in the GS-AOP locus thus resulted in three

classes of accessions, one class that produces alkenyl
glucosinolates associated with AOP2 activity, one class
that produces hydroxyalkyl glucosinolates associated with
AOP3 activity and one class that shows no side-chain
modification associated with inactivity of both AOP2 and
AOP3.

A third locus is the eptihiospecifier ESP locus. As men-
tioned before, plants with a functional ESP gene degrade
glucosinolates to nitriles rather than isothiocyanates.
Sequence analyses revealed three classes of ESP alleles:
functional alleles, non-functional alleles due to differences
in gene-expression, and one non-functional allele due to a
truncated protein. Nitriles are less effective in resistance
against T. ni, and thus EPS activity seems to decrease
rather than increase direct defenses (Lambrix et al., 2001).
However, nitriles may attract parasitoids and thus con-
tribute to indirect defenses (Van Poecke et al., 2001).
Additionally, isothiocyanates are known attractants of spe-
cialist herbivores and producing nitriles instead of isothio-
cyanates may be a way to avoid detection by herbivores
(Lambrix et al., 2001)

4.2.2 Evolution of Trichome Development and
Proteinase Inhibitor Genes

The studies on glucosinolate production indicate the
importance of gene duplication in evolution of plant
defense mechanisms against herbivores. The importance
of gene duplication is supported by studies on other
defense mechanisms, such as proteinase inhibitors. A
study by Clauss and Mitchell-Olds (2003) found indica-
tions of functional divergence between two paralogues of
a trypsin inhibitor gene (ATTI1 and ATTI2); extremely low
levels of polymorphism for both; and indications of a
selective sweep for ATTI2. An extension of this study
found four additional ATTI genes in the same locus, one
gene being inactive (Clauss and Mitchell-Olds, 2004).
Again, indications of functional divergence was found
(based on both amino-acid sequence and on transcrip-
tional differences, which were correlated), although the
genetic linkage between the genes is likely to hamper
functional divergence (Clauss and Mitchell-Olds, 2004). In
these studies, the effect of different paralogues on plant-
insect interactions was not studied.

Trichome formation is another Arabidopsis insect-
defense mechanism of which evolution was studied.
Hauser et al. (2001) found two diverged sequence clades
of the GL1 locus. However, sequence diversity did not cor-
relate to trichome densities and only weak evidence for
deviation from neutrality was found.

Together, these studies have demonstrated the impor-
tance of duplication events on evolution of Arabidopsis
defense traits related to plant-herbivore interactions, simi-
lar to plant-pathogen interactions. Moreover, indications
for balancing selection and selective sweeps have been
found. Not surprisingly, variation in traits can be caused by
both differences in gene-regulation and in coding-
sequence. The studies on evolution of glucosinolate
defenses are particularly interesting as they include results
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on the ecological effects and as such give an indication of
which selection pressures may be involved. From this, it
appears that specialist and generalist herbivores exert dif-
ferent, sometimes contrasting selection pressures on
defense traits.

5. CONCLUSIONS

Most of this review has focused on the interaction between
Arabidopsis and herbivorous insects. The results of recent
years clearly show that Arabidopsis has an impressive
range of defense mechanisms available. Many if not all of
these mechanisms are inducible. The signaling network
underlying this is highly complex with many signals inter-
acting with each other. Illustrative of this is the diversity of
oxylipin compounds present that each may have their own
distinct role in defense; and the many different ethylene
responsive elements found, some even having antagonis-
tic effects to each other (McGrath et al., 2005). Add to this
the many other signaling pathways, such as the salicylate
and abscisic pathways and the complexity becomes clear.
Each herbivore species may have a specific effect on this
signaling network and these specific interactions may indi-
cate both fine-tuned defense mechanisms that deal with
specific attackers as well as attempts of the herbivore try-
ing to disrupt these defense mechanisms. Fortunately,
there are also indications of reduced complexity. For
example, the plant's response to generalist and specialist
caterpillars seems to be almost identical, indicating that it
is the insect's response rather than the plant's response
that results in the different interactions between
Arabidopsis and these attackers. It will be interesting to
see whether this also holds true for other insect species,
with the possibility that differences in feeding mode have
the most dramatic impact on induced defenses. However,
the fact that different aphid species have slightly different
effects on glucosinolate production warn us that these
interactions may not be that simple.

One of the most impressive accomplishments is the
tremendous improvement of our understanding of bio-
chemical pathways of secondary metabolites. These
advancements, together with our more detailed under-
standing of signal transduction provide us with a great
opportunity to link the signaling network with the com-
pounds that directly affect plant-insect interactions. Such
an understanding will be pivotal to finding out how the dif-
ferent components affect plant-insect interactions and
opens up the way to extensive hypothesis-driven assays in
both the laboratory and the field.

ACKNOWLEDGMENTS

I thank the people from TAB, especially Jeff Dangl, Nancy
Winchester and Diane McCauley for their patience and
support; Martin De Vos for sending his PhD dissertation;
Joop van Loon for letting me use his unpublished data; the

authors/editors who gave me permission to use their fig-
ures; my colleagues in the Katagiri/Glazebrook labs and
Jetske De Boer for comments on earlier versions of the
manuscript. Although I tried to cover all publications on
Arabidopsis - insect interactions up to the end of 2005, I
will likely have missed some. I apologize to authors of
papers that I have missed and encourage people to send
me comments related to this book chapter. As TAB offers
the possibility to update book chapters, I also encourage
authors to send me papers related to Arabidopsis-insect
interactions that I have missed, including those published
since the end of 2005.

REFERENCES

Agrawal AA, Karban R (1999) Why induced defenses may be
favored over constitutive strategies in plants. In R Tollrian,
CD Harvell, eds, The ecology and evolution of inducible
defenses. Princeton University Press, Princeton, pp 45-61

Aharoni A, Giri AP, Deuerlein S, Griepink F, de Kogel WJ,
Verstappen FWA, Verhoeven HA, Jongsma MA, Schwab
W, Bouwmeester HJ (2003) Terpenoid metabolism in wild-
type and transgenic Arabidopsis plants. Plant Cell 15:
2866-2884

Alborn T, Turlings TCJ, Jones TH, Stenhagen G, Loughrin
JH, Tumlinson JH (1997) An elicitor of plant volatiles from
beet armyworm oral secretion. Science 276: 945-949

Alméras E, Stolz S, Vollenweider S, Reymond P, Mene-
Saffrane L, Farmer EE (2003) Reactive electrophile species
activate defense gene expression in Arabidopsis. Plant
Journal 34: 202-216

Alonso JM, Hirayama T, Roman G, Nourizadeh S, Ecker JR
(1999) EIN2, a bifunctional transducer of ethylene and
stress responses in Arabidopsis. Science 284: 2148-2152

Andreasson E, Bolt Jorgensen L, Hoglund AS, Rask L, Meijer
J (2001) Different myrosinase and idioblast distribution in
Arabidopsis and Brassica napus. Plant Physiol 127: 1750-
1763

Andreasson E, Jenkins T, Brodersen P, Thorgrimsen S,
Petersen NHT, Zhu SJ, Qiu JL, Micheelsen P, Rocher A,
Petersen M, Newman MA, Nielsen HB, Hirt H, Somssich I,
Mattsson O, Mundy J (2005) The MAP kinase substrate
MKS1 is a regulator of plant defense responses. Embo
Journal 24: 2579-2589

Antonelli A, Fabbri C, Giorgioni ME, Bazzocchi R (1997)
Characterization of 24 old garden roses from their volatile
compositions. Journal of Agricultural and Food Chemistry
45: 4435-4439

Aubourg S, Lecharny A, Bohlmann J (2002) Genomic analy-
sis of the terpenoid synthase (AtTPS) gene family of
Arabidopsis thaliana. Molecular Genetics and Genomics
267: 730-745

Baldwin IT (1990) Herbivory Simulations in Ecological
Research. Trends in Ecology & Evolution 5: 91-93

Bate NJ, Rothstein SJ (1998) C-6-volatiles derived from the
lipoxygenase pathway induce a subset of defense-related
genes. Plant Journal 16: 561-569

Downloaded From: https://bioone.org/journals/The-Arabidopsis-Book on 13 Dec 2024
Terms of Use: https://bioone.org/terms-of-use



The Arabidopsis Book 28 of 34

Bell E, Creelman RA, Mullet JE (1995) A chloroplast lipoxy-
genase is required for wound-induced jasmonic acid accu-
mulation in Arabidopsis. Proceedings of the National
Academy of Sciences of the United States of America 92:
8675-8679

Belliure B, Janssen A, Maris PC, Peters D, Sabelis MW
(2005) Herbivore arthropods benefit from vectoring plant
viruses. Ecology Letters 8: 70-79

Bergelson J, Kreitman M, Stahl EA, Tian DC (2001)
Evolutionary dynamics of plant R-genes. Science 292:
2281-2285

Berger S, Mitchell-Olds T, Stotz HU (2002) Local and differ-
ential control of vegetative storage protein expression in
response to herbivore damage in Arabidopsis thaliana.
Physiologia Plantarum 114: 85-91

Bohlmann J, Martin D, Oldham NJ, Gershenzon J (2000)
Terpenoid secondary metabolism in Arabidopsis thaliana:
cDNA cloning, characterization, and functional expression
of a myrcene/(E)-beta-ocimene synthase. Archives of
Biochemistry and Biophysics 375: 261-269

Bowling SA, Guo AL, Cao H, Gordon AS, Klessig DF, Dong
XN (1994) A mutation in Arabidopsis that leads to consti-
tutive expression of systematic acquired resistance. Plant
Cell 6: 1845-1857

Bradburne RP, Mithen R (2000) Glucosinolate genetics and
the attraction of the aphid parasitoid Diaeretiella rapae to
Brassica. Proceedings of the Royal Society of London
Series B Biological Sciences 267: 89-95

Brader G, Tas E, Palva ET (2001) Jasmonate-dependent
induction of indole glucosinolates in Arabidopsis by culture
filtrates of the nonspecific pathogen Erwinia carotovora.
Plant Physiology 126: 849-860

Bridges M, Jones AME, Bones AM, Hodgson C, Cole R,
Bartlet E, Wallsgrove R, Karapapa VK, Watts N, Rossiter
JT (2002) Spatial organization of the glucosinolate-myrosi-
nase system in brassica specialist aphids is similar to that
of the host plant. Proceedings of the Royal Society of
London Series B-Biological Sciences 269: 187-191

Brown PD, Tokuhisa JG, Reichelt M, Gershenzon J (2003)
Variation of glucosinolate accumulation among different
organs and developmental stages of Arabidopsis thaliana.
Phytochemistry 62: 471-481

Buell CR (2002) Interaction between Xanthomonas species
and Arabidopsis thaliana. In SC Somerville, EM
Meyerowitz, eds, The Arabidopsis Book, American Society
of Plant Biologists, Rockville, MD, doi/10.1199/tab.0031,
http://www.aspb.org/publications/arabidopsis/

Chatzivasileiadis EA, Sabelis MW (1997) Toxicity of methyl
ketones from tomato trichomes to Tetranychus urticae
Koch. Experimental & Applied Acarology 21: 473-484

Chen F, D'Auria JC, Tholl D, Ross JR, Gershenzon J, Noel
JP, Pichersky E (2003a) An Arabidopsis thaliana gene for
methylsalicylate biosynthesis, identified by a biochemical
genomics approach, has a role in defense. Plant Journal
36: 577-588

Chen F, Ro DK, Petri J, Gershenzon J, Bohlmann J,
Pichersky E, Tholl D (2004) Characterization of a root-spe-
cific Arabidopsis terpene synthase responsible for the for-

mation of the volatile monoterpene 1,8-cineole. Plant
Physiology 135: 1956-1966

Chen F, Tholl D, D'Auria JC, Farooq A, Pichersky E,
Gershenzon J (2003b) Biosynthesis and emission of ter-
penoid volatiles from Arabidopsis flowers. Plant Cell 15:
481-494

Cherqui A, Tjallingii WF (2000) Salivary proteins of aphids, a
pilot study on identification, separation and immunolocali-
sation. Journal of Insect Physiology 46: 1177-1186

Chong J, Pierrel MA, Atanassova R, Werck-Reithhart D, Fritig
B, Saindrenan P (2001) Free and conjugated benzoic acid
in tobacco plants and cell cultures. induced accumulation
upon elicitation of defense responses and role as salicylic
acid precursors. Plant Physiology 125: 318-328

Cipollini D, Enright S, Traw MB, Bergelson J (2004) Salicylic
acid inhibits jasmonic acid-induced resistance of
Arabidopsis thaliana to Spodoptera exigua. Molecular
Ecology 13: 1643-1653

Clarke JD, Aarts N, Feys BJ, Dong XN, Parker JE (2001)
Constitutive disease resistance requires EDS1 in the
Arabidopsis mutants cpr1 and cpr6 and is partially EDS1-
dependent in cpr5. Plant Journal 26: 409-420

Clarke JD, Liu YD, Klessig DF, Dong XN (1998) Uncoupling
PR gene expression from NPR1 and bacterial resistance:
Characterization of the dominant Arabidopsis cpr6-1
mutant. Plant Cell 10: 557-569

Clarke JD, Volko SM, Ledford H, Ausubel FM, Dong XN
(2000) Roles of salicylic acid, jasmonic acid, and ethylene
in cpr- induced resistance in Arabidopsis. Plant Cell 12:
2175-2190

Clauss MJ, Mitchell-Olds T (2003) Population genetics of
tandem trypsin inhibitor genes in Arabidopsis species with
contrasting ecology and life history. Molecular Ecology 12:
1287-1299

Clauss MJ, Mitchell-Olds T (2004) Functional divergence in
tandemly duplicated Arabidopsis thaliana trypsin inhibitor
genes. Genetics 166: 1419-1436

Constabel CP, Ryan CA (1998) A survey of wound- and
methyl jasmonate-induced leaf polyphenol oxidase in crop
plants. Phytochemistry 47: 507-511

Creelman RA, Mulpuri R (2002) The oxylipin pathway in
Arabidopsis. In SC Somerville, EM Meyerowitz, eds, The
Arabidopsis Book, Vol http://www.aspb.org/publications/
arabidopsis/.  American Society of Plant Biologists,
Rockville, doi/10.1199/tab.0012, http://www.aspb.org/
publications/arabidopsis/

Cui J, Bahrami AK, Pringle EG, Hernandez-Guzman G,
Bender CL, Pierce NE, Ausubel FM (2005) Pseudomonas
syringae manipulates systemic plant defenses against
pathogens and herbivores. Proceedings of the National
Academy of Sciences of the United States of America 102:
1791-1796

Cui JP, Jander G, Racki LR, Kim PD, Pierce NE, Ausubel
FM (2002) Signals involved in Arabidopsis resistance to
Trichoplusia ni caterpillars induced by virulent and aviru-
lent strains of the phytopathogen Pseudomonas syringae.
Plant Physiology 129: 551-564

Dardick CD, Golem S, Culver JN (2000) Susceptibility and
symptom development in Arabidopsis thaliana to Tobacco

Downloaded From: https://bioone.org/journals/The-Arabidopsis-Book on 13 Dec 2024
Terms of Use: https://bioone.org/terms-of-use



Arabidopsis-Insect Interactions 29 of 34

mosaic virus is influenced by virus cell-to-cell movement.
Molecular Plant-Microbe Interactions 13: 1139-1144

De Boer JG, Dicke M (2004) The role of methyl salicylate in
prey searching behavior of the predatory mite Phytoseiulus
persimilis. Journal of Chemical Ecology 30: 255-271

De Bruxelles GL, Roberts MR (2001) Signals regulating mul-
tiple responses to wounding and herbivores (vol 20, pg 487,
2001). Critical Reviews in Plant Sciences 20: 621-621

De Leo F, Bonade-Bottino M, Ceci LR, Gallerani R, Jouanin L
(2001) Effects of a mustard trypsin inhibitor expressed in
different plants on three lepidopteran pests. Insect
Biochemistry and Molecular Biology 31: 593-602

De Leo F, Bonade-Bottino MA, Ceci LR, Gallerani R, Jouanin
L (1998) Opposite effects on Spodoptera littoralis larvae of
high expression level of a trypsin proteinase inhibitor in
transgenic plants. Plant Physiology 118: 997-1004

de Meaux J, Mitchell-Olds T (2003) Evolution of plant resist-
ance at the molecular level: ecological context of species
interactions. Heredity 91: 345-352

De Moraes CM, Mescher MC, Tumlinson JH (2001)
Caterpillar-induced nocturnal plant volatiles repel nonspe-
cific females. Nature 410: 577-580

De Vos M (2006) Signal signature, transcriptomics, and effec-
tiveness of induced pathogen and insect resistance in
Arabidopsis. PhD thesis. Utrecht University, Utrecht.

De Vos M, Van Oosten VR, Van Poecke RMP, Van Pelt JA,
Pozo MJ, Mueller MJ, Buchala AJ, Metraux JP, Van Loon
LC, Dicke M, Pieterse CMJ (2005) Signal signature and
transcriptome changes of Arabidopsis during pathogen
and insect attack. Molecular Plant-Microbe Interactions
18: 923-937

Delaney TP, Uknes S, Vernooij B, Friedrich L, Weymann K,
Negrotto D, Gaffney T, Gut Rella M, Kessmann H, Ward E,
Ryals J (1994) A central role of salicylic acid in plant dis-
ease resistance. Science 266: 1247-1250

Delessert C, Wilson IW, Van der Straeten D, Dennis ES,
Dolferus R (2004) Spatial and temporal analysis of the
local response to wounding in Arabidopsis leaves. Plant
Molecular Biology 55: 165-181

Delledonne M, Allegro G, Belenghi B, Balestrazzi A, Picco F,
Levine A, Zelasco S, Calligari P, Confalonieri M (2001)
Transformation of white poplar (Populus alba L.) with a
novel Arabidopsis thaliana cysteine proteinase inhibitor
and analysis of insect pest resistance. Molecular Breeding
7: 35-42

Devadas SK, Enyedi A, Raina R (2002) The Arabidopsis hrl1
mutation reveals novel overlapping roles for salicylic acid,
jasmonic acid and ethylene signalling in cell death and
defence against pathogens. Plant Journal 30: 467-480

Devoto A, Ellis C, Magusin A, Chang HS, Chilcott C, Zhu T,
Turner JG (2005) Expression profiling reveals COI1 to be a
key regulator of genes involved in wound- and methyl jas-
monate-induced secondary metabolism, defence, and hor-
mone interactions. Plant Molecular Biology 58: 497-513

Devoto A, Nieto-Rostro M, Xie DX, Ellis C, Harmston R,
Patrick E, Davis J, Sherratt L, Coleman M, Turner JG
(2002) COI1 links jasmonate signalling and fertility to the
SCF ubiquitin-ligase complex in Arabidopsis. Plant Journal
32: 457-466

Dewdney J, Reuber TL, Wildermuth MC, Devoto A, Cui JP,
Stutius LM, Drummond EP, Ausubel FM (2000) Three
unique mutants of Arabidopsis identify eds loci required
for limiting growth of a biotrophic fungal pathogen. Plant
Journal 24: 205-218

Dicke M, Beek TAv, Posthumus MA, Dom Nb, Bokhoven Hv,
Groot AEd, Van Beek TA, Ben Dom N, Van Bokhoven H,
De Groot AE (1990) Isolation and identification of volatile
kairomone that affects acarine predator-prey interactions.
Involvement of host plant in its production. Journal of
Chemical Ecology 16: 381-396

Dong HP, Peng JL, Bao ZL, Meng XD, Bonasera JM, Chen
GY, Beer SV, Dong HS (2004) Downstream divergence of
the ethylene signaling pathway for harpin-stimulated
Arabidopsis growth and insect defense. Plant Physiology
136: 3628-3638

Dong XN (2004) NPR1, all things considered. Current Opinion
in Plant Biology 7: 547-552

Eigenbrode SD, Espelie KE (1995) Effects of Plant
Epicuticular Lipids on Insect Herbivores. Annual Review of
Entomology 40: 171-194

Ellis C, Karafyllidis I, Turner JG (2002a) Constitutive activa-
tion of jasmonate signaling in an Arabidopsis mutant cor-
relates with enhanced resistance to Erysiphe
cichoracearum, Pseudomonas syringae, and Myzus persi-
cae. Molecular Plant-Microbe Interactions 15: 1025-1030

Ellis C, Karafyllidis I, Wasternack C, Turner JG (2002b) The
Arabidopsis mutant cev1 links cell wall signaling to jas-
monate and ethylene responses. Plant Cell 14: 1557-1566

Fäldt J, Arimura G, Gershenzon J, Takabayashi J, Bohlmann
J (2003) Functional identification of AtTPS03 as (E)-beta-
ocimene synthase: a monoterpene synthase catalyzing
jasmonate- and wound-induced volatile formation in
Arabidopsis thaliana. Planta 216: 745-751

Farmer EE, Ryan CA (1990) Interplant communication: air-
borne methyl jasmonate induces synthesis of proteinase
inhibitors in plant leaves. Proceedings of the National
Academy of Sciences of the United States of America 87:
7713-7716

Feys BJF, Benedetti CE, Penfold CN, Turner JG (1994)
Arabidopsis mutants selected for resistance to the phyto-
toxin coronatine are male-sterile, insensitive to methyl jas-
monate, and resistant to a bacterial pathogen. Plant Cell 6:
751-759

Finkelstein RR, Rock CD (2002) Abscisic Acid Biosynthesis
and Response. In CR Somerville, EM Meyerowitz, eds, The
Arabidopsis Book. American Society of Plant Biologists,
Rockville, MD, doi: 10.1199/tab.0058,
http://www.aspb.org/publications/arabidopsis/ 

Garcia M, Donadel OJ, Ardanaz CE, Tonn CE, Sosa ME
(2005) Toxic and repellent effects of Baccharis salicifolia
essential oil on Tribolium castaneum. Pest Management
Science 61: 612-618

Geervliet JBF (1997) Infochemical use by insect parasitoids
in a tritrophic context: comparison of a generalist and a
specialist. Wageningen Agricultural University, Wageningen

Gershenzon J, Croteau R (1991) Terpenoids. In GA
Rosenthal, MR Berenbaum, eds, Herbivores: their interac-

Downloaded From: https://bioone.org/journals/The-Arabidopsis-Book on 13 Dec 2024
Terms of Use: https://bioone.org/terms-of-use



tions with secondary plant metabolites, Vol 1. Academic
Press Inc, San Diego, pp 165-219

Glazebrook J (2005) Contrasting mechanisms of defense
against biotrophic and necrotrophic pathogens. Annu Rev
Phytopathol 43: 205-227

Glazebrook J, Chen WJ, Estes B, Chang HS, Nawrath C,
Metraux JP, Zhu T, Katagiri F (2003) Topology of the net-
work integrating salicylate and jasmonate signal transduc-
tion derived from global expression phenotyping. Plant
Journal 34: 217-228

Greenberg JT, Guo AL, Klessig DF, Ausubel FM (1994)
Programmed Cell-Death in Plants - a Pathogen-Triggered
Response Activated Coordinately with Multiple Defense
Functions. Cell 77: 551-563

Halitschke R, Schittko U, Pohnert G, Boland W, Baldwin IT
(2001) Molecular interactions between the specialist herbi-
vore Manduca sexta (Lepidoptera, Sphingidae) and its nat-
ural host Nicotiana attenuata. III. Fatty acid-amino acid
conjugates in herbivore oral secretions are necessary and
sufficient for herbivore-specific plant responses. Plant
Physiology 125: 711-717

Handley R, Ekbom B, Agren J (2005) Variation in trichome
density and resistance against a specialist insect herbivore
in natural populations of Arabidopsis thaliana. Ecological
Entomology 30: 284-292

Hauser MT, Harr B, Schlotterer C (2001) Trichome distribu-
tion in Arabidopsis thaliana and its close relative
Arabidopsis lyrata: Molecular analysis of the candidate
gene GLABROUS1. Molecular Biology and Evolution 18:
1754-1763

Heck S, Grau T, Buchala A, Metraux JP, Nawrath C (2003)
Genetic evidence that expression of NahG modifies
defence pathways independent of salicylic acid biosynthe-
sis in the Arabidopsis-Pseudomonas syringae pv. tomato
interaction. Plant Journal 36: 342-352

Hildebrand DF, Brown GC, Jackson DM, Hamilton Kemp TR
(1993) Effects of some leaf-emitted volatile compounds on
aphid population increase. Journal of Chemical Ecology
19: 1875-1887

Huang YF, Li H, Hutchison CE, Laskey J, Kieber JJ (2003)
Biochemical and functional analysis of CTR1, a protein
kinase that negatively regulates ethylene signaling in
Arabidopsis. Plant Journal 33: 221-233

Hulskamp M, Kirik V (2000) Trichomome differentiation and
morphogenesis in Arabidopsis. In DL Hallahan, JC Gray,
eds, Plant trichomes, Vol 31. Academic Press, San Diego,
pp 237-260

Ishiguro S, Kawai-Oda A, Ueda J, Nishida I, Okada K (2001)
The DEFECTIVE IN ANTHER DEHISCENCE1 gene
encodes a novel phospholipase A1 catalyzing the initial
step of jasmonic acid biosynthesis, which synchronizes
pollen maturation, anther dehiscence, and flower opening
in Arabidopsis. Plant Cell 13: 2191-2209

Jander G, Cui JP, Nhan B, Pierce NE, Ausubel FM (2001) The
TASTY locus on chromosome 1 of Arabidopsis affects
feeding of the insect herbivore Trichoplusia ni. Plant
Physiology 126: 890-898

Jeffree CE (1986) The cuticle, epicuticular waxes and tri-
chomes of plants, with reference to their structure, func-

tions and evolution. In B Juniper, R Southwood, eds,
Insects and the Plant Surface. Edward Arnold, London, pp
23-64

Jenks MA, Eigenbrode SD, Lemieux B (2002) Cuticular
waxes of Arabidopsis. In C Somerville, EM Meyerowitz,
eds, The Arabidopsis Book. American Society of Plant
Biologists, Rockville, MD, doi: 10.1199/tab.0016, pp.
1191-1122,  http://www.aspb.org/publications/arabidop-
sis/

Jirage D, Tootle TL, Reuber TL, Frost LN, Feys BJ, Parker
JE, Ausubel FM, Glazebrook J (1999) Arabidopsis thaliana
PAD4 encodes a lipase-like gene that is important for sali-
cylic acid signaling. Proceedings of the National Academy
of Sciences of the United States of America 96: 13583-
13588

Jirage D, Zhou N, Cooper B, Clarke JD, Dong XN,
Glazebrook J (2001) Constitutive salicylic acid-dependent
signaling in cpr1 and cpr6 mutants requires PAD4. Plant
Journal 26: 395-407

Johnson ET, Dowd PF (2004) Differentially enhanced insect
resistance, at a cost, in Arabidopsis thaliana constitutively
expressing a transcription factor of defensive metabolites.
Journal of Agricultural and Food Chemistry 52: 5135-5138

Kappers IF, Aharoni A, van Herpen T, Luckerhoff LLP, Dicke
M, Bouwmeester HJ (2005) Genetic engineering of ter-
penoid metabolism attracts, bodyguards to Arabidopsis.
Science 309: 2070-2072

Karban R, Baldwin IT (1997) Induced Responses to
Herbivory. The University of Chicago Press Ltd, Chicago

Katagiri F, Thilmony R, He SY (2002) The Arabidopsis
thaliana - Pseudomonas syringae interaction. In The
Arabidopsis Book. American Society of Plant Biologists,
Rockville, MD, doi: 10.1199/tab.0039,
http://www.aspb.org/publications/arabidopsis/.

Kieber JJ, Rothenberg M, Roman G, Feldmann KA, Ecker JR
(1993) CTR1, a negative regulator of the ethylene response
pathway in Arabidopsis, encodes a member of the Raf
family of protein kinases. Cell 72: 427-441

Kindt F, Joosten NN, Peters D, Tjallingii WF (2003)
Characterisation of the feeding behaviour of western
flower thrips in terms of electrical penetration graph (EPG)
waveforms. Journal of Insect Physiology 49: 183-191

Kliebenstein DJ (2004) Secondary metabolites and
plant/environment interactions: a view through Arabidopsis
thaliana tinged glasses. Plant Cell and Environment 27:
675-684

Kliebenstein DJ, Figuth A, Mitchell-Olds T (2002) Genetic
architecture of plastic methyl jasmonate responses in
Arabidopsis thaliana. Genetics 161: 1685-1696

Kliebenstein DJ, Gershenzon J, Mitchell-Olds T (2001a)
Comparative quantitative trait loci mapping of aliphatic,
indolic and benzylic glucosinolate production in
Arabidopsis thaliana leaves and seeds. Genetics 159: 359-
370

Kliebenstein DJ, Kroymann J, Brown P, Figuth A, Pedersen
D, Gershenzon J, Mitchell-Olds T (2001b) Genetic control
of natural variation in Arabidopsis glucosinolate accumula-
tion. Plant Physiology 126: 811-825

The Arabidopsis Book 30 of 34

Downloaded From: https://bioone.org/journals/The-Arabidopsis-Book on 13 Dec 2024
Terms of Use: https://bioone.org/terms-of-use



Arabidopsis-Insect Interactions 31 of 34

Kliebenstein DJ, Kroymann J, Mitchell-Olds T (2005) The glu-
cosinolate-myrosinase system in an ecological and evolu-
tionary context. Current Opinion in Plant Biology 8: 264-
271

Kliebenstein DJ, Lambrix VM, Reichelt M, Gershenzon J,
Mitchell-Olds T (2001c) Gene duplication in the diversifi-
cation of secondary metabolism: Tandem 2-oxoglutarate-
dependent dioxygenases control glucosinolate biosynthe-
sis in arabidopsis. Plant Cell 13: 681-693

Kliebenstein DJ, Monde RA, Last RL (1998) Superoxide dis-
mutase in Arabidopsis: An eclectic enzyme family with dis-
parate regulation and protein localization. Plant Physiology
118: 637-650

Koornneef M, Hanhart CJ, Thiel F (1989) A genetic and phe-
notypic description of eceriferum (cer) mutants in
Arabidopsis thaliana. J. Hered. 80: 118-122

Koroleva OA, Davies A, Deeken R, Thorpe MR, Tomos AD,
Hedrich R (2000) Identification of a new glucosinolate-rich
cell type in Arabidopsis flower stalk. Plant Physiol 124:
599-608

Krips OE, Kleijn PW, Willems PEL, Gols GJZ, Dicke M (1999)
Leaf hairs influence searching efficiency and predation rate
of the predatory mite Phytoseiulus persimilis (Acari :
Phytoseiidae). Experimental and Applied Acarology 23:
119-131

Kroymann J, Donnerhacke S, Schnabelrauch D, Mitchell-
Olds T (2003) Evolutionary dynamics of an Arabidopsis
insect resistance quantitative trait locus. Proceedings of
the National Academy of Sciences of the United States of
America 100: 14587-14592

Lait CG, Alborn HT, Teal PEA, Tumlinson JH (2003) Rapid
biosynthesis of N-linolenoyl-L-glutamine, an elicitor of
plant volatiles, by membrane-associated enzyme(s) in
Manduca sexta. Proceedings of the National Academy of
Sciences of the United States of America 100: 7027-7032

Lambrix V, Reichelt M, Mitchell-Olds T, Kliebenstein DJ,
Gershenzon J (2001) The Arabidopsis epithiospecifier pro-
tein promotes the hydrolysis of glucosinolates to nitriles
and influences Trichoplusia ni herbivory. Plant Cell 13:
2793-2807

Langenheim JH (1994) Higher-Plant Terpenoids - a
Phytocentric Overview of Their Ecological Roles. Journal
of Chemical Ecology 20: 1223-1280

Larkin JC, Young N, Prigge M, Marks MD (1996) The control
of trichome spacing and number in Arabidopsis.
Development 122: 997-1005

Lawrence PK, Koundal KR (2002) Plant protease inhibitors in
control of phytophagous insects. Electronic Journal of
Biotechnology 5

Lehman A, Black R, Ecker JR (1996) HOOKLESS1, an ethyl-
ene response gene, is required for differential cell elonga-
tion in the Arabidopsis hypocotyl. Cell 85: 183-194

León J, Rojo E, Sanchez-Serrano JJ (2001) Wound signalling
in plants. Journal of Experimental Botany 52: 1-9

Liu D, Burton S, Glancy T, Li ZS, Hampton R, Meade T,
Merlo DJ (2003) Insect resistance conferred by 283-kDa
Photorhabdus luminescens protein TcdA in Arabidopsis
thaliana. Nature Biotechnology 21: 1222-1228

Lorenzo O, Chico JM, Sanchez-Serrano JJ, Solano R (2004)
Jasmonate-insensitive1 encodes a MYC transcription fac-
tor essential to discriminate between different jasmonate-
regulated defense responses in Arabidopsis. Plant Cell 16:
1938-1950

Louda S, Mole S (1991) Glucosinolates: chemistry and ecolo-
gy. In GA Rosenthal, MR Berenbaum, eds, Herbivores:
their interactions with secondary plant metabolites, Ed 2
Vol 1. Academic Press Inc., San Diego, pp 124-164

Mach JM, Castillo AR, Hoogstraten R, Greenberg JT (2001)
The Arabidopsis-accelerated cell death gene ACD2
encodes red chlorophyll catabolite reductase and sup-
presses the spread of disease symptoms. Proceedings of
the National Academy of Sciences of the United States of
America 98: 771-776

Maluf WR, Campos GA, Cardoso MD (2001) Relationships
between trichome types and spider mite (Tetranychus
evansi) repellence in tomatoes with respect to foliar zin-
giberene contents. Euphytica 121: 73-80

Marks MD, Esch JJ (2003) Initiating inhibition - Control of
epidermal cell patterning in plants. Embo Reports 4: 24-25

Martinez M, Abraham Z, Carbonero P, Diaz I (2005)
Comparative phylogenetic analysis of cystatin gene fami-
lies from arabidopsis, rice and barley. Molecular Genetics
and Genomics 273: 423-432

Mattiacci L, Dicke M, Posthumus MA (1995) beta-
Glucosidase: an elicitor of herbivore-induced plant odor
that attracts host-searching parasitic wasps. Proceedings
of the National Academy of Sciences of the United States
of America 92: 2036-2040

Mauch-Mani B, Mauch F (2005) The role of abscisic acid in
plant-pathogen interactions. Current Opinion in Plant
Biology 8: 409-414

Mauricio R (1998) Costs of resistance to natural enemies in
field populations of the annual plant Arabidopsis thaliana.
American Naturalist 151: 20-28

Mauricio R (2001) An ecological genetic approach to the
study of coevolution. American Zoologist 41: 916-927

Mauricio R (2005) Ontogenetics of QTL: the genetic architec-
ture of trichome density over time in Arabidopsis thaliana.
Genetica 123: 75-85

Mauricio R, Rausher MD (1997) Experimental manipulation of
putative selective agents provides evidence for the role of
natural enemies in the evolution of plant defense.
Evolution 51: 1435-1444

Mauricio R, Rausher MD, Burdick DS (1997) Variation in the
defense strategies of plants: Are resistance and tolerance
mutually exclusive? Ecology 78: 1301-1311

McConn M, Browse J (1996) The critical requirement for
linolenic acid is pollen development, not photosynthesis, in
an Arabidopsis mutant. Plant Cell 8: 403-416

McConn M, Creelman RA, Bell E, Mullet JE, Browse J (1997)
Jasmonate is essential for insect defense Arabidopsis.
Proceedings of the National Academy of Sciences of the
United States of America 94: 5473-5477

McGrath KC, Dombrecht B, Manners JM, Schenk PM, Edgar
CI, Maclean DJ, Scheible WR, Udvardi MK, Kazan K
(2005) Repressor- and activator-type ethylene response
factors functioning in jasmonate signaling and disease

Downloaded From: https://bioone.org/journals/The-Arabidopsis-Book on 13 Dec 2024
Terms of Use: https://bioone.org/terms-of-use



resistance identified via a genome-wide screen of
Arabidopsis transcription factor gene expression. Plant
Physiology 139: 949-959

Mewis I, Appel HM, Hom A, Raina R, Schultz JC (2005)
Major signaling pathways modulate Arabidopsis glucosi-
nolate accumulation and response to both phloem-feeding
and chewing insects. Plant Physiology 138: 1149-1162

Michalska K (2003) Climbing of leaf trichomes by eriophyid
mites impedes their location by predators. Journal of
Insect Behavior 16: 833-844

Mikkelsen MD, Halkier BA (2003) Metabolic engineering of
valine- and isoleucine-derived glucosinolates in
Arabidopsis expressing CYP79D2 from cassava. Plant
Physiology 131: 773-779

Mikkelsen MD, Petersen BL, Glawischnig E, Jensen AB,
Andreasson E, Halkier BA (2003) Modulation of CYP79
genes and glucosinolate profiles in Arabidopsis by defense
signaling pathways. Plant Physiology 131: 298-308

Mitchell PL (2004) Heteroptera as vectors of plant pathogens.
Neotropical Entomology 33: 519-545

Mitchell-Olds T (2001) Arabidopsis thaliana and its wild rela-
tives: a model system for ecology and evolution. Trends in
Ecology and Evolution 16: 693-700

Mithofer A, Wanner G, Boland W (2005) Effects of feeding
Spodoptera littoralis on lima bean leaves. II. Continuous
mechanical wounding resembling insect feeding is suffi-
cient to elicit herbivory-related volatile emission. Plant
Physiology 137: 1160-1168

Moran PJ, Cheng YF, Cassell JL, Thompson GA (2002) Gene
expression profiling of Arabidopsis thaliana in compatible
plant-aphid interactions. Archives of Insect Biochemistry
and Physiology 51: 182-203

Moran PJ, Thompson GA (2001) Molecular responses to
aphid feeding in Arabidopsis in relation to plant defense
pathways. Plant Physiology 125: 1074-1085

Muller C, Wittstock U (2005) Uptake and turn-over of glucosi-
nolates sequestered in the sawfly Athalia rosae. Insect
Biochemistry and Molecular Biology 35: 1189-1198

Murren CJ, Denning W, Pigliucci M (2005) Relationships
between vegetative and life history traits and fitness in a
novel field environment: Impacts of herbivores.
Evolutionary Ecology 19: 583-601

Musser RO, Hum-Musser SM, Eichenseer H, Peiffer M, Ervin
G, Murphy JB, Felton GW (2002) Herbivory: Caterpillar
saliva beats plant defences - A new weapon emerges in
the evolutionary arms race between plants and herbivores.
Nature 416: 599-600

Nawrath C, Heck S, Parinthawong N, Metraux JP (2002)
EDS5, an essential component of salicylic acid-dependent
signaling for disease resistance in Arabidopsis, is a mem-
ber of the MATE transporter family. Plant Cell 14: 275-286

Petersen M, Brodersen P, Naested H, Andreasson E,
Lindhart U, Johansen B, Nielsen HB, Lacy M, Austin MJ,
Parker JE, Sharma SB, Klessig DF, Martienssen R,
Mattsson O, Jensen AB, Mundy J (2000) Arabidopsis MAP
kinase 4 negatively regulates systemic acquired resist-
ance. Cell 103: 1111-1120

Pichersky E, Gershenzon J (2002) The formation and function
of plant volatiles: perfumes for pollinator attraction and
defense. Current Opinion in Plant Biology 5: 237-243

Pigliucci M (2002) Ecology and Evolutionary Biology of
Arabidopsis. The Arabidopsis Book: 1-20

Rashotte AM, Jenks MA, Nguyen TD, Feldmann KA (1997)
Epicuticular wax variation in ecotypes of Arabidopsis
thaliana. Phytochemistry 45: 251-255

Rashotte AM, Jenks MA, Ross AS, Feldmann KA (2004)
Novel eceriferum mutants in Arabidopsis thaliana. Planta
219: 5-13

Rask L, Andreasson E, Ekbom B, Eriksson S, Pontoppidan B,
Meijer J (2000) Myrosinase: gene family evolution and her-
bivore defense in Brassicaceae. Plant Molecular Biology
42: 93-113

Ratzka A, Vogel H, Kliebenstein DJ, Mitchell-Olds T,
Kroymann J (2002) Disarming the mustard oil bomb.
Proceedings of the National Academy of Sciences of the
United States of America 99: 11223-11228

Rausher MD (1992) Natural selection and the evolution of
plant-insect interactions. In BD Roitberg, MB Isman, eds,
Insect Chemical Ecology. Chapman & Hall, New York, pp
20-88

Reddy GVP, Guerrero A (2000) Behavioral responses of the
diamondback moth, plutella xylostella, to green leaf
volatiles of Brassica oleracea subsp capitata. Journal of
Agricultural and Food Chemistry 48: 6025-6029

Reichelt M, Brown PD, Schneider B, Oldham NJ, Stauber E,
Tokuhisa J, Kliebenstein DJ, Mitchell-Olds T, Gershenzon
J (2002) Benzoic acid glucosinolate esters and other glu-
cosinolates from Arabidopsis thaliana. Phytochemistry 59:
663-671

Reymond P, Bodenhausen N, Van Poecke RMP,
Krishnamurthy V, Dicke M, Farmer EE (2004) A conserved
transcript pattern in response to a specialist and a gener-
alist herbivore. Plant Cell 16: 3132-3147

Reymond P, Farmer EE (1998) Jasmonate and salicylate as
global signals for defense gene expression. Current
Opinion in Plant Biology 1: 404-411

Reymond P, Weber H, Damond M, Farmer EE (2000)
Differential gene expression in response to mechanical
wounding and insect feeding in Arabidopsis. Plant Cell 12:
707-719

Rietz S, Holk A, Scherer GFE (2004) Expression of the
patatin-related phospholipase A gene AtPLA IIA in
Arabidopsis thaliana is up-regulated by salicylic acid,
wounding, ethylene, and iron and phosphate deficiency.
Planta 219: 743-753

Roda A, Nyrop J, Dicke M, English-Loeb G (2000) Trichomes
and spider-mite webbing protect predatory mite eggs from
intraguild predation. Oecologia 125: 428-435

Roda A, Nyrop J, English-Loeb G (2003) Leaf pubescence
mediates the abundance of non-prey food and the density
of the predatory mite Typhlodromus pyri. Experimental and
Applied Acarology 29: 193-211

Rodriguez-Concepcion M, Boronat A (2002) Elucidation of
the methylerythritol phosphate pathway for isoprenoid
biosynthesis in bacteria and plastids. A metabolic mile-

The Arabidopsis Book 32 of 34

Downloaded From: https://bioone.org/journals/The-Arabidopsis-Book on 13 Dec 2024
Terms of Use: https://bioone.org/terms-of-use



Arabidopsis-Insect Interactions 33 of 34

stone achieved through genomics. Plant Physiology 130:
1079-1089

Rogers EE, Ausubel FM (1997) Arabidopsis enhanced dis-
ease susceptibility mutants exhibit enhanced susceptibility
to several bacterial pathogens and alterations in PR-1
gene expression. Plant Cell 9: 305-316

Rohloff J, Bones AM (2005) Volatile profiling of Arabidopsis
thaliana - Putative olfactory compounds in plant communi-
cation. Phytochemistry 66: 1941-1955

Rojo E, Leon J, Sanchez Serrano JJ (1999) Cross-talk
between wound signalling pathways determines local ver-
sus systemic gene expression in Arabidopsis thaliana.
Plant Journal 20: 135-142

Ryan CA (1990) Protease inhibitors in plants: genes for
improving defences against insects and pathogens.
Annual Review of Phytopathology 28: 425-449

Schaller F, Schaller A, Stintzi A (2005) Biosynthesis and
metabolism of jasmonates. Journal of Plant Growth
Regulation 23: 179-199

Schaller GE, Kieber JJ (2002) Ethylene. The Arabidopsis
Book: 1-18

Schoonhoven LM, Jermy T, van Loon JJA (1998) Insect-plant
biology, from physiology to evolution. Chapman & Hall,
London

Seo S, Ishizuka K, Ohashi Y (1995) Induction of Salicylic-Acid
Beta-Glucosidase in Tobacco-Leaves by Exogenous
Salicylic-Acid. Plant and Cell Physiology 36: 447-453

Serna L (2004) A network of interacting factors triggering dif-
ferent cell fates. Plant Cell 16: 2258-2263

Sobek EA, Munkvold GP (1999) European corn borer
(Lepidoptera : Pyralidae) larvae as vectors of Fusarium
moniliforme, causing kernel rot and symptomless infection
of maize kernels. Journal of Economic Entomology 92:
503-509

Soo Hoo CR, Coudriet DL, Vail PV (1984) Trichoplusia ni
(Lepidoptera: Noctuidae) larval development on wild and
cultivated plants. Environmental Entomology 13: 843-846

Southwood R (1986) Plant surfaces and insects - an
overview. In B Juniper, R Southwood, eds, Insects and the
Plant Surface. Edward Arnold, London, pp 1-22

Spiteller D, Dettner K, Boland W (2000) Gut bacteria may be
involved in interactions between plants, herbivores and
their predators: Microbial biosynthesis of N-acylglutamine
surfactants as elicitors of plant volatiles. Biological
Chemistry 381: 755-762

Spiteller D, Pohnert G, Boland W (2001) Absolute configu-
ration of volicitin, an elicitor of plant volatile biosynthesis
from lepidopteran larvae. Tetrahedron Letters 42: 1483-
1485

Stahl EA, Dwyer G, Mauricio R, Kreitman M, Bergelson J
(1999) Dynamics of disease resistance polymorphism at
the Rpm1 locus of Arabidopsis. Nature 400: 667-671

Staswick PE, Tiryaki I (2004) The oxylipin signal jasmonic
acid is activated by an enzyme that conjugates it to
isoleucine in Arabidopsis. Plant Cell 16: 2117-2127

Stavrinides MC, Skirvin DJ (2003) The effect of chrysanthe-
mum leaf trichome density and prey spatial distribution on
predation of Tetranychus urticae (Acari : Tetranychidae) by

Phytoseiulus persimilis (Acari : Phytoseiidae). Bulletin of
Entomological Research 93: 343-350

Steeghs M, Bais HP, de Gouw J, Goldan P, Kuster W,
Northway M, Fall R, Vivanco JM (2004) Proton-transfer-
reaction mass spectrometry as a new tool for real time
analysis of root-secreted volatile organic compounds in
arabidopsis. Plant Physiology 135: 47-58

Stenzel I, Hause B, Miersch O, Kurz T, Maucher H, Weichert
H, Ziegler J, Feussner I, Wasternack C (2003) Jasmonate
biosynthesis and the allene oxide cyclase family of
Arabidopsis thaliana. Plant Molecular Biology 51: 895-911

Stintzi A, Weber H, Reymond P, Browse J, Farmer EE (2001)
Plant defense in the absence of jasmonic acid: The role of
cyclopentenones. Proceedings of the National Academy of
Sciences of the United States of America 98: 12837-12842

Stotz HU, Koch T, Biedermann A, Weniger K, Boland W,
Mitchell-Olds T (2002) Evidence for regulation of resist-
ance in Arabidopsis to Egyptian cotton worm by salicylic
and jasmonic acid signaling pathways. Planta 214: 648-
652

Stotz HU, Pittendrigh BR, Kroymann J, Weniger K, Fritsche
J, Bauke A, Mitchell-Olds T (2000) Induced plant defense
responses against chewing insects. Ethylene signaling
reduces resistance of Arabidopsis against Egyptian cotton
worm but not diamondback moth. Plant Physiology 124:
1007-1017

Symonds VV, Godoy AV, Alconada T, Botto JF, Juenger TE,
Casal JJ, Lloyd AM (2005) Mapping quantitative trait loci in
multiple populations of Arabidopsis thaliana identifies nat-
ural allelic variation for trichome density. Genetics 169:
1649-1658

Szymanski DB (2005) Breaking the WAVE complex: the point
of Arabidopsis trichomes. Current Opinion in Plant Biology
8: 103-112

Tattersall DB, Bak S, Jones PR, Olsen CE, Nielsen JK,
Hansen ML, Hoj PB, Moller BL (2001) Resistance to an
herbivore through engineered cyanogenic glucoside syn-
thesis. Science 293: 1826-1828

Thaler JS, Bostock RM (2004) Interactions between abscisic-
acid-mediated responses and plant resistance to
pathogens and insects. Ecology 85: 48-58

Tholl D, Chen F, Petri J, Gershenzon J, Pichersky E (2005)
Two sesquiterpene synthases are responsible for the com-
plex mixture of sesquiterpenes emitted from Arabidopsis
flowers. Plant Journal 42: 757-771

Traw MB, Bergelson J (2003) Interactive effects of jasmonic
acid, salicylic acid, and gibberellin on induction of tri-
chomes in Arabidopsis. Plant Physiology 133: 1367-1375

Tsao R, Peterson CJ, Coats JR (2002) Glucosinolate break-
down products as insect fumigants and their effect on car-
bon dioxide emission of insects. BMC Ecol 2: 5

Tsuchisaka A, Theologis A (2004) Unique and overlapping
expression patterns among the arabidopsis 1-amino-
cyclopropane-1-carboxylate synthase gene family mem-
bers. Plant Physiology 136: 2982-3000

van Loon JJA, Blaakmeer A, Griepink F, van Beek TA,
Schoonhoven LM, de Groot AE (1992) Leaf surface com-
pound from Brassica oleracea (Cruciferae) induces ovipo-

Downloaded From: https://bioone.org/journals/The-Arabidopsis-Book on 13 Dec 2024
Terms of Use: https://bioone.org/terms-of-use



sition by Pieris brassicae (Lepidoptera, Pieridae).
Chemoecology 3: 39-44

van Loon JJA, de Boer JG, Dicke M (2000) Parasitoid-plant
mutualism: parasitoid attack of herbivore increases plant
reproduction. Entomologia Experimentalis Et Applicata 97:
219-227

Van Poecke RMP (2002) Indirect defence of Arabidopsis
against herbivorous insects: Combining parasitoid behav-
iour and chemical analysis with a molecular genetic
approach. PhD thesis. Wageningen University,
Wageningen

Van Poecke RMP, Dicke M (2002) Induced parasitoid attrac-
tion by Arabidopsis thaliana: involvement of the octade-
canoid and the salicylic acid pathway. Journal of
Experimental Botany 53: 1793-1799

Van Poecke RMP, Dicke M (2003) Signal transduction down-
stream of salicylic and jasmonic acid in herbivory-induced
parasitoid attraction by Arabidopsis is independent of
JAR1 and NPR1. Plant, Cell and Environment in press

Van Poecke RMP, Dicke M (2004) Indirect defence of plants
against herbivores: Using Arabidopsis thaliana as a model
plant. Plant Biology 6: 387-401

Van Poecke RMP, Posthumus MA, Dicke M (2001)
Herbivore-induced volatile production by Arabidopsis
thaliana leads to attraction of the parasitoid Cotesia
rubecula: Chemical, behavioral, and gene-expression
analysis. Journal of Chemical Ecology 27: 1911-1928

Van Poecke RMP, Roosjen M, Pumarino L, Dicke M (2003)
Attraction of the specialist parasitoid Cotesia rubecula to
Arabidopsis thaliana infested by host or non-host herbi-
vore species. Entomologia Experimentalis Et Applicata
107: 229-236

Vercammen J, Pham-Tuan H, Arickx I, Van der Straeten D,
Sandra P (2001) Monitoring of isothiocyanates emanating
from Arabidopsis thaliana upon paraquat spraying.
Journal of Chromatography A 912: 127-134

Voelckel C, Baldwin IT (2004) Generalist and specialist lepi-
dopteran larvae elicit different transcriptional responses in
Nicotiana attenuata, which correlate with larval FAC pro-
files. Ecology Letters 7: 770-775

Wagner GJ, Wang E, Shepherd RW (2004) New approaches
for studying and exploiting an old protuberance, the plant
trichome. Annals of Botany 93: 3-11

Walker AJ, Urwin PE, Atkinson HJ, Brain P, Glen DM,
Shewry PR (1999) Transgenic Arabidopsis leaf tissue
expressing a modified oryzacystatin shows resistance to
the field slug Deroceras reticulatum (Muller). Transgenic
Research 8: 95-103

Wang WY, Hall AE, O'Malley R, Bleecker AB (2003)
Canonical histidine kinase activity of the transmitter
domain of the ETR1 ethylene receptor from Arabidopsis is
not required for signal transmission. Proceedings of the
National Academy of Sciences of the United States of
America 100: 352-357

Wang CX, Zien CA, Afitlhile M, Welti R, Hildebrand DF,
Wang XM (2000) Involvement of phospholipase D in

wound-induced accumulation of jasmonic acid in
Arabidopsis. Plant Cell 12: 2237-2246

Wang NN, Shih MC, Li N (2005) The GUS reporter-aided
analysis of the promoter activities of Arabidopsis ACC
synthase genes AtACS4, AtACS5, and AtACS7 induced
by hormones and stresses. Journal of Experimental
Botany 56: 909-920

Weinig C, Stinchcombe JR, Schmitt J (2003) Evolutionary
genetics of resistance and tolerance to natural herbivory
in Arabidopsis thaliana. Evolution 57: 1270-1280

Werker E (2000) Trichome diversity and development. In DL
Hallahan, JC Gray, eds, Plant trichomes, Vol 31. Academic
Press, San Diego, pp 1-35

Whitman DW, Eller FJ (1990) Parasitic wasps orient to green
leaf volatiles. Chemoecology 1: 69-75

Wienkoop S, Zoeller D, Ebert B, Simon-Rosin U, Fisahn J,
Glinski M, Weckwerth W (2004) Cell-specific protein profil-
ing in Arabidopsis thaliana trichomes: identification of tri-
chome-located proteins involved in sulfur metabolism and
detoxification. Phytochemistry 65: 1641-1649

Wiermer M, Feys BJ, Parker JE (2005) Plant immunity: the
EDS1 regulatory node. Current Opinion in Plant Biology 8:
383-389

Wildermuth MC, Dewdney J, Wu G, Ausubel FM (2001)
Isochorismate synthase is required to synthesize salicylic
acid for plant defence. Nature 414: 562-565

Wittstock U, Agerbirk N, Stauber EJ, Olsen CE, Hippler M,
Mitchell-Olds T, Gershenson J, Vogel H (2004) Successful
herbivore attack due to metabolic diversion of a plant
chemical defense. Proceedings of the National Academy
of Sciences of the United States of America 101: 4859-
4864

Wittstock U, Halkier BA (2002) Glucosinolate research in the
Arabidopsis era. Trends in Plant Science 7: 263-270

Wittstock U, Kliebenstein DJ, Lambrix V, Reichelt M,
Gershenson J (2003) Glucosinolate hydrolysis and its
impact on generalist and specialist insect herbivores. In
JT Romeo, ed, Integrative Phytochemistry: from
Ethnobotany to Molecular Ecology, Vol 37. Elsevier,
Amsterdam, pp 101-125

Yano S, Ohsaki N (1993) The phenology and intrinsic quality
of wild crucifers that determine the community structure
of their herbivorous insects. Researches on Population
Ecology 35: 151-170

Zabala MD, Grant M, Bones AM, Bennett R, Lim YS, Kissen
R, Rossiter JT (2005) Characterisation of recombinant
epithiospecifier protein and its over-expression in
Arabidopsis thaliana. Phytochemistry 66: 859-867

Zhang ZY, Ober JA, Kliebenstein DJ (2006) The gene con-
trolling the quantitative trait locus EPITHIOSPECIFIER
MODIFIER1 alters glucosinolate hydrolysis and insect
resistance in Arabidopsis. Plant Cell 18: 1524-1536

Zong N, Wang CZ (2004) Induction of nicotine in tobacco by
herbivory and its relation to glucose oxidase activity in the
labial gland of three noctuid caterpillars. Chinese Science
Bulletin 49: 1596-1601

The Arabidopsis Book 34 of 34

Downloaded From: https://bioone.org/journals/The-Arabidopsis-Book on 13 Dec 2024
Terms of Use: https://bioone.org/terms-of-use




