—t

C. pyrrhogaster-A ggg -12
C. pyrrhogaster-B ggg -12
X. tropicalis gatcaggctcggggggagagtgaggagca -12
D. rerio cggtgtgtgtaaagc--ctctcgggtgtgtgtgaagcgtctccggtgtgtgt---gaagcg--tctcactctcct-cgac -12
G. gallus cccagttgggaggaaaagtttctttcacactcaggtcattggagcggtcagagagaactctccatgcactgaagcataacact-gatgctctcct -12
H. sapiens atcactgtagtagtag--ctggaaagagaaatctgtgactccaattagccagttcctgcagaccttgtga -12
full-lengthF a
C. pyrrhogaster-A cagaagacgcgATGATGGTGTGGGGCCTGGCCGTTTGTGTGCTGCTGTGGGCT CTGCCCTGCCGGGCCCAGTTCCCGCGGCCCTGCGCCTCCTCCGAGGC 89
C. pyrrhogaster-B cagaagacgcgATGATGGTGTGGGGCCTGGCCGTTTGCGTGCTGCTGTGGGCT CTGCCCTGCCGGGCCCAGTTTCCGCGGCCCTGCGCCTCCTCCGAGGC 89
X. tropicalis gcATGGAAAGGAACATGGTCCCTCTGGCATTCTGCTGCCTGTTCTTCTTCCTCCATGTTTGCAGGGGCCAGTTCCCAAGGGCATGTAGCACCGCAGAGTC 89
D. rerio tcttcatcatcATGTCTCTCCATCTCCTCCTCTTCTTCTTCCTCCAGCTCTTCAGCTCGTCTCTCCAGCAGTTCCCCCGAGTCTGCACCTCCCCAGAAGT 89
G. gallus gctgctctgtgaggATGTTTCTGTTTGCCATGGGCTTACTGCTGGT CATCCTTCAGCCGTCCACTGGGCAGTTCCCCAGAGTCTGTGCAAACACGCAGAG 89
H. sapiens ggactagaggaagaATGCTCCTGGCTGTTTTGTACTGCCTGCTGTGGAGTTTCCAGACCTCCGCTGGCCATTTCCCTAGAGCCTGTGTCTCCTCTAAGAA 89
degenerateF a
C. pyrrhogaster-A TCTACTCAGCAAGGAGTGCTGCCCGGTGTGGGACGGCGATGGCTCTCCCTGTGGCCAGCTCTCCGGCCGCGGCAGTTGCCAGGCCGTGGAGGTGTCCCAG 189
C. pyrrhogaster-B TCTACTCAGCAAGGAGTGCTGCCCGGTGTGGGACGGCGATGGCTCTCCCTGTGGCCAGCTCTCCGGCCGCGGCAGTTGCCAGGCCGTGGAGGTGTCCCAG 189
X. tropicalis GCTCCTGAGCAAGGAGTGTTGCCCTGTGTGGT CTGGAGATGGGTCCTCTTGTGGCCAGCTATCAGGAAGGGGTGTCTGCCAGGATGTTGTCCTGACCAGC 189
D. rerio CCTCCAGTCCAAACGCTGCTGTCCAGTCTGGCCCGGCGACGGCT CCGTGTGCGGCGT CCAGT CAGGTCGAGGGTTCTGTCAGGACATCCTGGTGTCCGAC 189
G. gallus CTTGCTGAGGAAGGAGTGCTGTCCGCCCTGGGATGGAGATGGGACCCCTTGCGGGGAGCGTTCCAACAGAGGAACCTGCCAGCGCATCCTTCTCTCTCAG 189
H. sapiens CCTGATGGAGAAGGAATGCTGTCCACCGTGGAGCGGGGACAGGAGTCCCTGTGGCCAGCTTTCAGGCAGAGGTTCCTGTCAGAATATCCTTCTGTCCAAT 189
C. pyrrhogaster-A GCCCCCAACGGACCCCAGTTTCCGTTTTCGGATGTGGACGACCGGGAGGACTGGCCCCTCGTCTTCTACAACCGCACCTGCCACTGCGTGCCGCCCTTCA 289
C. pyrrhogaster-B GCCCCCAACGGACCCCAGTTTCCGTTTTCGGGTGTGGACGACCGGGAGGACTGGCCCCTCGTCTTCTACAACCGCACCTGCCACTGCGTGCCGCCCTTCA 289
C. pyrrhogaster (AB238605) GCCTCATGAGTACTTCGACAGTGTGTGCGTCTGCAAGCACCCCTACG 289
X. tropicalis TCTGCTACTGGCCCTCAGTTTCCATTCACTGGGGT TGACGATAGAGAGAACTGGCCAACAGTATTTTACAACAGGACGTGCCAATGCCTTGGCAACTTCA 289
D. rerio CTTCCCAACGGGCCGCAGTATCCTCACTCAGGAGTGGACGAT CGAGAGCGATGGCCTTTAGTGTTTTACAACCAAACCTGCCAGTGCGCCGGAAACTACA 289
G. gallus GCTCCTCTGGGACCACAGTTCCCTTTCTCAGGAGTGGATGACAGAGAGGATTGGCCTTCTGTCTTTTACAACCGGACATGCAGATGCAGAGGCAATTTCA 289
H. sapiens GCACCACTTGGGCCTCAATTTCCCTTCACAGGGGTGGATGACCGGGAGTCGTGGCCTTCCGTCTTTTATAATAGGACCTGCCAGTGCTCTGGCAACTTCA 289
C. pyrrhogaster-A GCGGCTTCCAGTGCGGGGAGTGCGCCTTCGGGCGCTGGGGT CCGGACTGCGCGGAGT CGCGCGTGCAGGTGCGCAAGAGCATCACTCAGCTCAGCGCCAC 389
C. pyrrhogaster-B GCGGCTTCCAGTGCGGGGAGTGCGCCTTCGGGCGCTGGGGT CCGGACTGCGCGGAGT CGCGCGTGCAGGTGCGCAAGAGTATCACTCAGCTCAGCGCCAC 389
C. pyrrhogaster (AB238605) ACGGCT TCGACTGCGGGGAATGTGTAGGCAACCGGACTGGGGAACAGTGTGAGAAGAACAAGAAGCTGAT CCGCAGAGAGATCCGCGAGCTCTCGCCCAA 389
X. tropicalis TGGGCTATAACTGTGCAGACTGCAAATTTGGCT TCAGAGGGCCAAACTGCACAGAGAGAAGAACAATGATAAGAAAGGAGATATTCCGAATGAGCAGTGC 389
D. rerio TGGGGTTTGATTGCGGCGAATGCAAGTTCGGCTTCTTCGGTGCCAACTGCGCAGAGAGACGCGAGTCTGTGCGCAGAAATATATTCCAGCTGTCCACTAC 389
G. gallus TGGGGTTCAACTGTGGGGAGTGCAAGTTTGGCTTCT CAGGACAAAACTGCACTGAAAGGCGACTGAGAACGAGAAGAAACATCTTCCAGCTCACCATCAG 389
H. sapiens TGGGATTCAACTGTGGAAACTGCAAGTTTGGCTTTTGGGGACCAAACTGCACAGAGAGACGACTCTTGGTGAGAAGAAACATCTTCGATTTGAGTGCCCC 389
C. pyrrhogaster-A CGAGAGCGCCCGACTCCTCGCCTACCTGAACCTGGCCAAACGCACCACCAACCCCGACTACGTGATCTCCACTGGGACCTACGAGCAGATGGACAACGGG 489
C. pyrrhogaster-B CGAGAGCGCCCGACTCCTCGCCTACCTGAACCTGGCCAAACGCACCACCAACCCCGACTACGTAATCTCCACTGGGACCTACGAGCAGATGGACAACGGG 489
C. pyrrhogaster (AB238605) GGAGAGGCTGAAGGTCTTCAGCTACCTGAGTCTGGCCAAGATGAAGAAGAGTGCCAGATTCCGGATACTCTCTGCGGGCAAC- - - - - - AGATATGACCGA 483
X. tropicalis TGAGAAGAGCAAATTCGTTGCCTACTTGAATTTGGCTAAGCACACCACCAGCCGTGACTATGTCATAGTCACTGGCACCTACGCCCAGATGAATAATGGC 489
D. rerio CGAGAGGCAGAGGTTCATCTCGTACCTAAATCTGGCCAAAACCACCATAAGCCCCGATTATATGATCGTAACAGGAACGTACGCGCAGATGAACAATGGC 489
G. gallus TGAGAAGGACAAGTTCCTTGCCTACCTTAACCTAGCAAAGAACATCCCCAGCAAGGACTATGTAATTGCTACTGGCACATATGCTCAGATGAACAACGGC 489
H. sapiens AGAGAAGGACAAATTTTTTGCCTACCTCACTTTAGCAAAGCATACCATCAGCTCAGACTATGTCATCCCCATAGGGACCTATGGCCAAATGAAAAATGGA 489
TALEN-L TALEN-R
C. pyrrhogaster-A TCCCGGCCGCTCTTCGCCGATATCAGCGTCTACGACCTCTTTGTCTGGATTCACTACTACGCGTCCCGGGACTCATGGGTGCCAGCGGAGGGCGAGGAGG 589
C. pyrrhogaster-B TCCCGGCCGCTCTTCGCCGATATCAGCGTCTACGACCTCTTTGTCTGGATTCACTACTACGCGT CCCGGGACTCATGGGTGCCAGCGGAGGGCGAGGAGG 589
C. pyrrhogaster (AB238605) GCCAGCTTCCGCTTCT TGGAGGCCTCCGTGTTCGACGTTGGTGCATGGGTCCGTTACTACGCCTACAAACCCATACTACAA- - ---------m oo o - - A 565
X. tropicalis TCCAACCCTATGTTTGCGGATATCAACGTGTATGACCTCTTTGTCTGGATGCATTACTATGCCTCCCGTGATGTCTTCATA- - ------------- GGAG 574
D. rerio TCCACGCCAATGTTCGCCAACATCAGTGTGTACGATTTATTCGTGTGGATGCATTATTACGTGT CCCGGGACGCTCTCCTCGGT ------------ GGGC 577
G. gallus TCCAACCCCATGTTCAGAAATATCAACGTGTACGATCTCTTCGTCTGGATGCATTATTATGCCTCTCGAGACACACTCTTA--------------- GGTG 574
H. sapiens TCAACACCCATGTTTAACGACATCAATATTTATGACCTCTTTGTCTGGATGCATTATTATGTGTCAATGGATGCACTGCTT-------=-------- GGGG 574
C. pyrrhogaster-A AGACTGTGGTGTGGAGTAACATCGACTTTGCCCACGAAGCGCCCGCCTTCCTGCCGTGGCACCGGTTCTACCTTCTCTTTTGGGAACGCGAACTCCAGAA 689
C. pyrrhogaster-B AGACTGTGGTGTGGAGAAACATCGACTTCGCCCACGAAGCGCCCGCCTTCCTACCGTGGCACCGGTTCTACCTTCTCTTTTGGGAACGCGAACTCCAGAA 689
C. pyrrhogaster (AB238605) ATAACATCTTCAATTATTCCACCACGTTTGCCACCAGGGGCCCAGCCTTCTTGACCTGGCATCGCTGGCATCTGGCTTTCATTGAAAGGGAGATTCAGGT 665
X. tropicalis AAGATGCTCTCTGGAGAGACATTGACTTTGCCCATGAAGCTCCGGCTTTTGTGCCCTGGCACAGGTACTTCCTGCTGCACTGGGAACATGAGATTCAGAA 674
D. rerio CTGGGAATGTGTGGGCTGATATTGATTTTGCGCATGAGT CGGCGGCGTTTCTGCCCTGGCATCGGGTGTATCTGCTGTTTTGGGAGCATGAGAT CCGGAA 677
G. gallus GCTCCAATGTGTGGAGAGACATTGATTTTGCCCATGAAGCCCCTGGTTTTCTGCCTTGGCATCGTGCTTTTCTGCTGCTGTGGGAACGTGAGATACAGAA 674
H. sapiens GATCTGAAATCTGGAGAGACATTGATTTTGCCCATGAAGCACCAGCTTTTCTGCCTTGGCATAGACTCTTCTTGTTGCGGTGGGAACAAGAAATCCAGAA 674
- degenerateR
C. pyrrhogaster-A GGTGACGGGAGATGAGAACTTTACCATCCCCTACTGGGACTGGAGGGACGCC- - - CAAGGCTGCGAGGTCTGCACCGACCAGCTGATGGGGGCCCGGCAC 786
C. pyrrhogaster-B GGTGACGGGAGATGAGAACTTTACCATCCCCTACTGGGACTGGAGGGGCGCC- - - CAGGGCTGCGAGGTCTGCACCGACCAGCTGATGGGGGCGCGGCAC 786
C. pyrrhogaster (AB238605) CATCACTGGTGACGACAACTTTACCATACCATACTACGACTGGAGTAGAGACGGCAAACACTGCGAAATCTGCACTGATGAATTCATGGGCAAGAGCGAT 765
X. tropicalis ACTCACAGGAGATGAGAATTTTACCATCCCTTTCTGGGATTGGAGAGATGCC- - - CAAGGTTGTGACATATGTACGGATGAGCTTCTGGGAGGGGT CCAT 771
D. rerio GCTGACGGGAGACTTTAACTTCACCATCCCGTACTGGGACTGGCGGGACGCG - - - CAGGACTGTCAGGTGTGCACGGATGAGCTGATGGGGGCGCGCAGC 774
G. gallus GATAACAGGTGATGAGAATTTCACCATCCCCTACTGGGACTGGCGAGATGCA - - -GAGGACTGTGTGATCTGCACTGATGAATACATGGGTGGCCAACAC 771
H. sapiens GCTGACAGGAGATGAAAACTTCACTATTCCATATTGGGACTGGCGGGATGCA - - -GAAAAGTGTGACATTTGCACAGATGAGTACATGGGAGGTCAGCAC 771
C. pyrrhogaster-A CCGACAGTAGCCGGCCTGCTAAGCCCGGCTTCCTTCTTCTCCTCCTGGCAGATCATTTGCAGCAAGGCTGAA - - -GAGTATAACAATCTACGCATTCTAT 883
C. pyrrhogaster-B CCGACAGTAGCCGGCCTGCTAAGCCCGGCTTCCTTCTTCTCCTCCTGGCAGATCATTTGCAGCAAGGCTGAA - - -GAGTATAACAATCTACGCATTCTAT 883
C. pyrrhogaster (AB238605) TCCCAA- - - - - - GGGGTCCTCACCAGCTCCTCATATTTTGCCAATTGGAAGAGTATCTGCAGCGGGTATTATTTTGAGTACAAGTACTGTCCGGTGGCAG 859
X. tropicalis CCCACCACCACCAGCCTATTAAGCCCGGCATCCTTCTTCGCTTCATGGCAGATAGTATGCAGCCGCCCTGAG - - -GAATACAATGCTCAGAGGATCCTAT 868
D. rerio AGCCTCAACCGCAGCCTGATCAGCCCCTCCTCTGTGTTCTCATCCTGGAAGGTGATCTGTTCTCAGCCTGAA - - - AGTTACAACCTCCGCGAGGCTTTGT 871
G. gallus CCCACCAACCCTAATTTACTCAGCCCAGCATCATTTTTCTCCTCATGGCAGGTAATCTGCACTCAATCTGAA - - -GAGTACAACAGCCAACAGGCTTTAT 868
H. sapiens CCCACAAATCCTAACTTACTCAGCCCAGCATCATTCTTCTCCTCTTGGCAGATTGTCTGTAGCCGATTGGAG - - -GAGTACAACAGCCATCAGTCTTTAT 868
C. pyrrhogaster-A GCAATGGTACACAAGAAGGACCTTTGGTCCGGAACCCTGGGAATCATGACAAAAGTAGGGT TCAGAGACTCCCAACTTCAGAGGAGGTGGAGTTCTGTGT 983
C. pyrrhogaster-B GCAATGGTACACAAGAAGGACCTTTGGTCCGGAACCCTGGGAATCATGACAAAAGTAGGGTTCAGAGACTCCCAACTTCAGAGGAGGTGGAGTTCTGTGT 983
C. pyrrhogaster (AB238605) AAGACGGATGCAAGATGGAGCCGCTTCAAAGGAGCCCTGGCGCA- - - - - - GACCCCGGCATCCCTAGACTACCCACAGTGAAGGACGTGGAAGATACCAT 953
X. tropicalis GCAATGGTACCGGGGAAGGGCCCCTGTTCAGAAATCCTGGTGGCCACGAT CGGAGCAGAACCCCCCGATTGCCTACAACAGCTGAAGTTGAGCTGTGTCT 968
D. rerio GTGACGGGT CGCCGGAGGGGCCTTTACTGCGCAATCCCGGGGACCACGACCGGATCCGGGTACCGCGGCTGCCCACATCCGCCGATGTAGAGT CGGTGCT 971
G. gallus GCAATGCCACTAGTGAAGGGCCTATACTTCGAAATCCTGGAAACAATGACAAATCAAGGACCCCAAGACTCCCATCTTCATCAGAAGTCGAATTTTGTCT 968
H. sapiens GCAATGGAACGCCCGAGGGACCTTTACGGCGTAATCCTGGAAACCATGACAAATCCAGAACCCCAAGGCTCCCCTCTTCAGCTGATGTAGAATTTTGCCT 968
C. pyrrhogaster-A AAGCCTCACACAGTATGATACAGAACCTATGGACCGATCCGCTAATTTGAGCTTCAGAAACACACTGGAAGGGTTCGCCAATCCAAGCACCGGAATTGCA 1083
C. pyrrhogaster-B AAGCCTTACACAGTATGATACAGAAACTATGGACCGATCCGCTAATTTGAGCTTCAGAAACACACTGGAAGGGTTCGCCAATCCAAGCACCGGAATTGCA 1083
C. pyrrhogaster (AB238605) TCAGTGGGGGAGCTACGACACCCCGCCATATGATACGAGAGCCAACAAAAGCTTCCGGAATGTCCTTGAAGGGT TCAAGAGCCCATCCGATGGAGTGACT 1053
X. tropicalis GTCATTAACAAATTACGAAACGGAGCCCATGGATCGGTCGGCCAACTTTAGCT TCAGGAACACCCTAGAAGGATTTGCAGATCCACGAACTGGGATAGCC 1068
D. rerio GCGGCTGACGGATTACGAGACCGGGCAGATGGACCGACGGGCAAACCTGAGCTTCAGGAACGCGCTGGAAGGTTTTGCTAATCCTGAGACGGGTTTGGCA 1071
G. gallus TACACTCACTCAGTATGAATCTGGATCCATGGATAAAATGGCCAATTACAGCTTCCGAAACACTTTGGAAGGCTTTGCTGATCCACACACTGCAATATCA 1068
H. sapiens GAGTTTGACCCAATATGAATCTGGTTCCATGGATAAAGCTGCCAATTTCAGCTTTAGAAATACACTGGAAGGATTTGCTAGTCCACTTACTGGGATAGCG 1068
C. pyrrhogaster-A AACCGATCAATAAGTGCTTTACATAATTCTCTGCATGTGTTTATGAATGGCT CAATGTCATCAGTTCAAGGGTCTGCCAATGATCCGATTTTTGTAATTC 1183
C. pyrrhogaster-B AACCGATCAATAAGTGCTTTACATAATTCTCTGCATGTGTTTATGAATGGCT CAATGTCATCAGTTCAAGGGTCTGCCAATGATCCGATTTTTGTAATTC 1183
C. pyrrhogaster (AB238605) GGGAAG- - - - - - CTCAGCATGGACTCCCTCGTCCGTTCGTTCATGGGCGGGAGTATGTCTCAAGACACTGTCTGCGGCGCGGACCCTCTCTTCCTCTTTC 1147
X. tropicalis AACCGCTCTCAAAGCAACATGCATAACTCGCTGCATGTGTTCCTCAACGGCTCCATGTCTTCCGTCCAAGGATCGGCCAATGACCCAGTTTTTGTCTTGC 1168
D. rerio GTGACGGGTCGCAGTTTGATGCACAACTCTTTACATGTATTCATGAACGGCTCCATGTCTTCAGTGCAGGGATCTGCCAACGACCCCATTTTCATCATAC 1171
G. gallus AACATATCTCAAAGTGGTTTGCATAATGCCCTTCACATCTACATGAATGGCTCAATGTCCCAAGTACAAGGCTCTGCGAATGATCCTATCTTCATCCTAC 1168
H. sapiens GATGCCTCTCAAAGCAGCATGCACAATGCCTTGCACATCTATATGAATGGAACAATGTCCCAGGTACAGGGATCTGCCAACGATCCTATCTTCCTTCTTC 1168
C. pyrrhogaster-A ATCATGCCTTTGTTGATAGCATATTTGAACAATGGCT CAGAAGACACCAGCCATTATTAGACGTTTATCCGGAAGCAAGTGCTCCCATTGGGCATAATCG 1283
C. pyrrhogaster-B ATCATGCCTTTGTTGATAGCATATTTGAACAATGGCT CAGAAGACACCAGCCATTATTAGACGTTTATCCGGAAGCAAGTGCTCCCATTGGGCATAATCG 1283
C. pyrrhogaster (AB238605) ACCACGCCTACATTGACAAGATATTTGAAACCTGGATCCAGAAGCGAGGAGCAACAAGTGCCATGTACCCCACAAGTGGTATCCCC- - -GGGCAGGATCC 1244
X. tropicalis ACCATGCTTTTGTCGACAGCATCTTTGAGCAATGGCT CAGAAGACACGGAGCTTCAGTAGACATTTACCCAGAAGCCAATGCACCAATTGGCCACAATCG 1268
D. rerio ATCATGCTTTTATTGACAGCATCTTTGAGCAGTGGT TGAGGAGACACCAGCCGCCCCGCACACACTACCCCACCGCCAACGCCCCCATCGGACACAACGA 1271
G. gallus ACCATGCATTTGTTGACAGCATTTTTGAGCGGTGGT TAAGAAGACACAGACCCATGCTAGAAGTTTACCCAGCAGCCAACGCACCCATTGGGCACAATCG 1268
H. sapiens ACCATGCATTTGTTGACAGTATTTTTGAGCAGTGGCT CCGAAGGCACCGTCCTCTTCAAGAAGTTTATCCAGAAGCCAATGCACCCATTGGACATAACCG 1268
C. pyrrhogaster-A GGAATACTTTATGGTCCCCTTCATTCCACTGACCACGAATGGTGAATATTTCCTCCCATCAAGAGACTTGGGATATGAATATGAATATTTAGTAGAGCCA 1383
C. pyrrhogaster-B GGAATACTTTATGGTCCCCTTCATTCCACTGACCACGAATGGTGAATATTTCCTCCCATCAAGAGACTTGGGATATGAATATGAATATTTAGTAGAGCCA 1383
C. pyrrhogaster (AB238605) AGAGGAGAATATTGTGCCATCCATGCCACCGAAGAAGAATAAGGTTTTCCTGAACAAGGCAGAACAATTTGGATACACCTATTCCAAATATCCCCAGTGA 1344
X. tropicalis TGGCTACTACATGGTTCCATTTATTCCTCTATACACAAATGGAGAATTCTTTGCCGCTTCTAGAGATCTTGGATATGATTACGATTATCTAGCAGAATCA 1368
D. rerio CGGATACTTCATGGTGCCCTTCATCCCTCTCTACAGGAACGGAGACTATTTTCTCTCCACGAAAGCCCTGGGATATGAGTATGCATATTTACAGGATCCA 1371
G. gallus AGAAAATTACATGGTTCCCTTTATCCCTCTTTACAGAAATGGAGAATTTTTTATATCATCAAGAGAGCTGGGGTATGACTATGAGTATCTGCAAGAACCA 1368
H. sapiens GGAATCCTACATGGTTCCTTTTATACCACTGTACAGAAATGGTGATTTCTTTATTTCATCCAAAGATCTGGGCTATGACTATAGCTATCTACAAGATTCA 1368
C. pyrrhogaster-A GCTCCTGGCACCTTTCAAGATTTTCTGGAACCCTACCTCGAACAAGCCAGTCGGATATGGCAGTGGCTTGTGGCAGCCGCTTTGGTTGGTGGTTTGATTA 1483
C. pyrrhogaster-B GCTCCTGGCACCTTTCAAGATTTTCTGGAACCCTACCTCGAACAAGCCAGTCGGATATGGCAGTGGCTTGTGGCAGCCGCTTTGGTTGGTGGTTTGATTA 1483
X. tropicals - ----- GGTTCCATTGAAGACTTCCTTTTGCCCTACCTGGAGCAAGCGCGACAAATCTGGCAGTGGCTGGTAGGCGCGGCTGTAGTTGGGGGACTCATTA 1462
D. rerio GGTCAGCGGTTTGTGCAGGAGTTCCTGACGCCGTATCTGGAGCAGGCGCAGCAGATCTGGCAGTGGCTGGTGGCGGCAGGTATCCTGGGCGCTGCAGTAG 1471
G. gallus GCACTTGGTTCTTTCCAGGACTTTTTAATCCCCTACCTCAAGCAAGCCCATCAGATCTGGCCCTGGCTGGTTGGCGCAGCTGTGATCGGAGGCATAATTA 1468
H. sapiens GACCCAGACTCTTTTCAAGACTACATTAAGTCCTATTTGGAACAAGCGAGTCGGATCTGGT CATGGCT CCTTGGGGCGGCGATGGTAGGGGCCGTCCTCA 1468
C. pyrrhogaster-A CTGCAGTGATTGCAAGCCTTGTCGCTCTCGTCTGCCGGAAGCGGAAGCAACGAACCAAC- - - - - - CCGGAAGAGAGGCAGCCCTTACTCATGGAGGCGGA 1577
C. pyrrhogaster-B CTGCAGTGATTGCAAGCCTTGTCGCTCTCGTCTGCCGGAAGCGGAAGCAACGAACCAAC- - - - - - CCGGAAGAGAGGCAGCCCTTACTCATGGAGGCGGA 1577
X. tropicalis CTGCTGTGATTGCCACTATTGTCGGCTTGGCGTGCCGACGGAAAAGAAAATTCCCA--------- TCGGAGGAAACGCAGCCGCTGCTCATGGAAGCCGA 1553
D. rerio CAGGAATAATCGCATCGGTTTTCGCAGTGGCGTGT CGCAGACAGACGAGGAGACGGAAGCTGTCATATGGAGAGAGACAGCCGCTCCTGAACAGCAGTGA 1571
G. gallus CTGCTGTGCTCTCTGGGCTCATC- - - CTGGCCTGCAGGAAGAAAAGAAAAGGAACT - - ------- TCTCCAGAAATACAACCCTTACTCACAGAAAGTGA 1556
H. sapiens CTGCCCTGCTGGCAGGGCTTGTGAGCTTGCTGTGTCGTCACAAGAGAAAGCAGCTT--------- CCTGAAGAAAAGCAGCCACTCCTCATGGAGAAAGA 1559
C. pyrrhogaster-A AGACTACCAAAGCACT - - -TATCAATCACAGTTGt agtagtagacaataatctgacgctgaaaagga--- - - ttaaatacgtgga-tgggatatgaatat 1668
C. pyrrhogaster-B AGACTACCAAAGCACT - - -TATCAATCACAGTTGt agtagccgacaatagtctgacgctgaaaagga---- - ttaaatacgtgga-tgggatatgaatat 1668
X. tropicalis AGATTATCAACCCACC- - -TATCAGTCTCACCTAt agaacccaaacactagctaactgtaactagctactcgtgaacaaatttgt-atactaatttttat 1649
D. rerio AGAAGAGGGTTCAGCTTCATATCAAACCACACTGtgaatcaaaggca------------ ggacagat-gcgctgaaacacgtcatgtgacacgctgatct 1658
G. gallus AGATTACAACAATGTATCTTATCAATCCCATTTCt aaagacctccagtatctca------------=------------------------- atgatgttt 1619
H. sapiens GGATTACCACAGCTTG- - -TATCAGAGCCATTTAtaaaaggcttaggcaatagagtagggccaaaa--agcctgacctcactcta-actcaaagtaatgt 1653
C. pyrrhogaster-A aaatggagagcttgctctgatatatatgggactaactttcagatgagacagcag----caatactgtggcatacttgata------------------ gc 1746
C. pyrrhogaster-B aaatggagagcttgctctgatatatatgggactaactttcagatgagacagcag----caatactgtggcatacttgata------------------ gc 1746
X. tropicalis attcggtgggagccaactgtgtgctccttgtctaatgtgggaagtaactagttttaacccattttattgcctaagacttgggttccagggacccacagaa 1749
D. rerio catccgtaaa-cccaagggttgtgtttgcatcaagtgcactacatgtgttacagtactcgcaagtttggcctcagcaagaga------- aggatgcaagc 1750
G. gallus ctaaggtgctagtcaagc----atgcagtgtttatgtttacaatgaccttgt-t----gaactgtgctgcataagctggctg------- ggctgtcccac 1703
H. sapiens ccaggttcccagagaata----tctgctggtatttttctgtaaagaccattt-g----caaaattgtaacctaatacaaa------------ gtgtagcec 1732
C. pyrrhogaster-A aggttttta------------- gaacggtccttattcccggctttttacacactcactagtgtgtagacattagatcg--caaccaccttttattttttc 1831
C. pyrrhogaster-B aggttttta------------- gaacggtccttattcccggctttttacacactcactagtgtgtagacattagatcg--caaccaccttttattttttc 1831
X. tropicalis cagcatcgactacaggcccactct-ccgtccttctctcactttattctcttaatgacttctccttacattcaaccttcttccttccatttctcctctttg 1848
D. rerio attatgctgatcaaaactgacangtaaatgcatttataatttattctacgttaaag----------- ggacaagtt----cacccaaaaatgaaaatgtc 1835
G. gallus tccttgtgcctcttgtaacatccactg----ttgtagtaccttatcagctccagtc----------- ctccaaaat----ctgtcatattctaa------ 1778
H. sapiens ttcttccaactcaggtagaacacacctgtctttgtcttgctgttttcactcagccc----------- ttttaac----------- attttcccc------ 1804
C. pyrrhogaster-A ttctgattccctaatatagcataactaaatgtaaattggatagaactaaaaaaaatattttataaaagcct--taggcttttcttagctgacctgectget 1929
C. pyrrhogaster-B ttctgattccctaatatagcttaactaaatgtaaattggatagaactaaaaaaaatattttataaaagctt--taggcttttcttagctgacctgctgcet 1929
X. tropicalis ttctcttatagagatggagaatgaccatggtctcggcataa--caggcaaatggttgggtgagcagggggtcccacctatacctcggcccactgggactt 1946
D. rerio ctcatttacaaacacttaaagggacagttcacacaaaaaaa--aaaaaaaaaaa----- aaa 1890
G. gallus ----gttaccatgccacccaaggaacagagtgtatttcc-------------------- aa------------------ t-gcttgattaaacaacactc 1835
H. sapiens ----taagcccatatgtctaaggaaaggatgctatttgg-------------------- taatgaggaactgttatttgtatgtgaattaaagtgctctt 1880
C. pyrrhogaster-A gecetttt--------------- atgcatcttgtgctgcggtgcacatctgtaa----agttttgg---ttggt-gtgccttgaaaatgcatgtccc 2002
C. pyrrhogaster-B geettty- -------------- atgcatcttgtgctgcggtgcacatctgtaa----agtattgg---ttggt-gtgccttgaaaatgcatgtccc 2002
X. tropicalis tcccaatatcccggggacccagtccgacactggccttgagaggaaagtcatattgcccagtcaagtggatagagggttaatcaagttgtgtaacacacaa 2046
G. gallus ctgtgaa-aaaaaaaaa 1851
H. sapiens attttaa-aaaattgaaataattttgatttttgcctte----------------------- tgattatttaaagatctatatatgttttattggcccctt 1956
~ full-lengthR
X. tropicalis tgtactttttataaatatatatataaaaaatatatataatatgtatacttcccaattgatatgcccagccatccctatatgtacaaagctgaaagattaa 2146
H. sapiens ctttattttaataaa----acagtgagaaatctaaaaaaaaaaa 1996
X. tropicalis ggtttaaattccatgtgataagggctacaagtaaataatatttgggagaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa 2242

Supplementary Figure S1. Comparison of tyrosinase cDNA sequences. Alignment of cDNA sequences obtained from Cynops pyrrhogaster tyrosinase-A [DDBJ:LC076439] and -B [DDBJ:LC076440], C. pyrrhogaster tyrosinase [DDBJ:AB238605], Xenopus tropicalis tyrosinase
[GenBank:BC135591], Danio rerio tyrosinase [JPO:E0128319], Gallus gallus tyrosinase [DDBJ:D88349.1], and Homo sapiens tyrosinase [GenBank:M27160.1]. Yellow boxes indicate nucleotides that are the same as those in C. pyrrhogaster tyrosinase-A. Coding and untranslated region
sequences are shown in capital and lowercase letters, respectively. TALEN target sites are indicated by red characters and denoted by purple bars. Blue arrows indicate the pair of degenerate primers (degenerateF and degenerateR) that was used to obtain a DNA fragment of C.
pyrrhogaster tyrosinase. Red arrows show the pair of primers (full-lengthF and full-lengthR) that was used to clone the full-length cDNA of C. pyrrhogaster tyrosinase-A and -B genes.



