
Supplementary Table S1.  List of primer sequences for gene cloning and sequence.

Gene Forward primer 5’ - 3’ Reverse primer 5’ - 3’

Ha-w-1

F1: GGGTTCCAGTGGTGCAGGAAAAACCACC R1: GCATTCCATTTCGCATACAATCACTC

F2: CCAGGGGTAGTTAAAGGCATATCTGGC R2: GGCAGTTCTTCCTTCTGCCATCAAGC

F3: GCGATGAACCTACAACTGGTTTGG R3: CAACATTTTGACATTTGGTGAGAGAC

F4: CCCTACTATTTGACATGGTTGTCAG R4: CTCTAACCAACCCTGTTATCTTTAGCG

Ha-w-2

F1: GTCAAGTCTCTTGACATAACCGGCCTC R1: TGCCACTCTACCTTCTGCCAAGAAGC

F2: GACGTACAAATCGGCAATCCTGGC R2: CACTGTTCTTCCAGTTTGTGCCATCGC

F3: GAAGGTAGAGTGGCATTTCTTGGC R3: CATCATTTATACATATGAGGCCGG

F4: GACAGATTGAGAGCTCCCTGTCC R4: CCAACAACATGATACCCACAGTATTCAG

F5: CCATCTGTGATGCATTCGAAG R5: GTGAAACTAGGAACATCAGCAAGCATC

F6: CACAAGAATGGTATGTATAGAACGG

F7: CTCATGACGTCCATCTGTTACCTCTG

Ha-w-3

F1: CACAGAGTTCCAACTTCAGCTTTCC R1: CAGCTTCAGCTGGAGTACCCAAG

F2: CCAATTGGTGAACCTGGAGTAGTC R2: GGCTGTTCTTCCCTCGGCCATGA

F3: GCACACTGCATCAACCATCCTCTG R3: CCAGGTTCACCAATTGGTACATTTTCGC

F4: GTGGTGCAAATGCTCAAGGCAATGGCG R4: CAGGAGGTTCCTGACCGTAGGC

F5: CGATAAAATTGGCCTCATGGCCGAGGG R5: GCGCCATTTGGATACTTGACGATATGG

F6: CGAACGGACGTCTACTTTTTGGCC R6: CCTATGGAGAAATAGCAAATAGTTTGTGCCC

F7: GTCACTTTAGCAGTCATGGGAGCAGG

Ha-w-4

F1: GGGAAAGGAGATATGGCGTCAATATCTGC R1: GTTCCCAAGAAGGCAATCTTGCCTTCCG

F2: GTGAGAACTGTCAAATTGGAATACCAGG R2: GGTTGATGAATTGTTGCTATCACCG

F3: GAGTCAAGCTGGAATAACGGATG R3: CCTGGTATTCCAATTTGACAGTTCTCAC

F4: GCTGTGGTGAAAGGGCAATATTCATGAGAG R4: GATGTTCTCTCACAGTCAAACATCC

Ha-w-5

F1: GTCAGTGGAGTTGCACATCCTGGAGAAC R1: CTTTGGTGGTTCCCAAAAAAGCGG

F2: GTGAAAACTGCCAAATCGGTGTACCAGG R2: GCGGTTCTTCCTTCTGCCATCAAAC

F3: GAGATATTGCCAGAACTGGAAGAACAG R3: GTCGTTTTGCCTGCACCGCTGGAACCC

F4: GGAGCACAAAGACGGCATGTATAGAGCCG

F5: GTGTGCCTGTGTGCACAAGGACTTGG

Ha-w-6

F1: GGTGTGGCTTACCCAGCTCAGCTCATGG R1: CCTCTGGAGTTCCCGTGAAAGCAACTC

F2: CCCAAATCGGTATTCCTGGTGAGACC R2: CCGAAGAAGGTTGGTGCAAACTAGC

F3: GACTGAAGGAAGAGTTGCTTTCACGGG R3: CATTGAGGCAAACGCAGCCAG

F4: GGCAACTGACCTACCATTATATTCGTTC R4: GACTGAAGGAAGAGTTGCTTTCACGGG

F5: GGTAATGGTACCCTTCATGCTG

Ha-st

F1: GTGGGATCGCTCATCCTGGAGAAC R1: CAAAGCTCCTGATCTGGAACCCATG

F2: CTGTGATGAACCAACAACAGGTCTGG R2: GAACATGGCGAAGATCTCAGACGAAGG

F3: GGCTGAAGGTAGAATAGCTTACATGG R3: CGTCAGTGTCTACACCAGATTACGAG

F4: GGGTTCCAGATCAGGAGCTTTGAATTTCTTC R4: GAGACGTAGTATGTTGATAGGGC

F5: GGAATCCAGGCTGTTCAGGGTATGGC R5: CTCTTATACATAATGGTGATCTTTTGG

F6: CATTCTCTCCTATGTACTCAGTGC

Ha-ABCG-4C

F1: GGACACTTCCGGTCTGGGGAGTTGAC R1: CGGCACCAGCTGTTTCGTGGAACC

F2: GACCAGTGGTCTCTCCGGAGGACAG R2: CCGTCGGCCAGGGTGTACAGTTGGTCG

F3: CCGAATTCCAACAATTCTTCATCATCCTC R3: CGTCGATTTGCCAGCTCCTGAAGGTCCC

F4: GATTGTTCGCACACATCCTCGTGGG

F5: GAAGGAACGGCCCTTGCCACTTACGG

F6: CTTAAGATGGAAACTGCGATCCAATC
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