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Appendix S1. Characteristics of 37 monomorphic microsatellite primers developed in Sargentodoxa cuneata.a
	Locus
	Primer sequence (5(–3()
	Repeat motif
	Allele size

(bp)
	Ta ((C)
	GenBank

accession no.

	
	
	
	
	
	

	A2
	F: CACTCTCAAGCATTCATAC
	(AC)13
	85
	48
	KU716037



	
	R: GTGTGGAGGGAGTAATAAC
	
	
	
	

	A12
	F: GTCCCATACAAACATCCAAT
	(AT)7
	175
	47
	KU716001



	
	R: GAAAGAATGAGGTCAAGGGT
	
	
	
	

	B11

	F: ATTGCCTCATTTCACCGT
	(AT)8
	196
	46
	KU716002



	
	R: TGGGATGAAAGACTACA
	
	
	
	

	B17
	F: TCATAAGTCAAAACCAAGGGA
	(GA)10
	74
	49
	KU716003



	
	R: ACCAGGAAAACCACTCTCATA
	
	
	
	

	B19
	F: CATTTCCCACATAGCAGT
	(AT)7
	184
	46
	KU716004



	
	R: TTGGTTGGTATCTTTGTCAC
	
	
	
	

	B20
	F: CACGATACTTGATAACTGCCT
	(TG)17
	196
	49
	KU716005



	
	R: AGTCGTTTATCTCAGTTGGA
	
	
	
	

	C7
	F: ACAAGACTACACAACTCATA
	(AT)12
	242
	43
	KU716006



	
	R: CGAGCCAAGCCAGCATAA
	
	
	
	

	C17
	F: AATAATGAGCCTGGTTTG
	(AT)8
	136
	50
	KU716007


	
	R: TCGCAGTAAACAATCAATA
	
	
	
	

	D2
	F: GCGTTAGCCCTGGTTAGTT
	(AG)7
	128
	51
	KU716008



	
	R: CCTTTGGTTTTCCCTACTTC
	
	
	
	

	D7
	F: TTTATCTCCTTCTCCTCCC
	(AG)11
	163
	52
	KU716009



	
	R: GTGGCTTGTTGGCTTCAG
	
	
	
	

	D12
	F: GCCCATCCCATTGACAACC
	(CT)13
	137
	55
	KU716010



	
	R: TGAGAGGACAAGCGGTACA
	
	
	
	

	D16
	F: ATGACAGCAAGCACGGAC
	(AG)7
	221
	55
	KU716011



	
	R: TGGAAGAGGGAAGGTGAG
	
	
	
	

	E20
	F: CTCCAAATCTTCTTCTTACC
	(AG)8
	164
	46
	KU716012



	
	R: CCAAAGAGAGAGGACAT
	
	
	
	

	F10
	F: TGATAGAGAGGCAAGTGTAAG
	(CT)7
	242
	50
	KU716014



	
	R: GAGAGAAGTAAAGATAAGGCA
	
	
	
	

	F8
	F: ATTGTAACTGGTTCCGACTT
	(GA)9
	156
	51
	KU716013



	
	R: CTGAGATGGTTTGTTTTGGC
	
	
	
	

	F11
	F: AAGAGCATACACTGGTGACG
	(CT)7
	144
	51
	KU716015



	
	R: AAGAGCATACACTGGTGACG
	
	
	
	

	F14
	F: CCAATCTAAACGACCCCTAA
	(CT)7
	131
	47
	KU716016



	
	R: GCCTTATTGAGAGAGAGAG
	
	
	
	

	F15
	F: GGGTTCATCCTTACAAAT
	(AT)11
	266
	48
	KU716016



	
	R: AAGAACAAATCGGAATGA
	
	
	
	

	F18
	F: TCAACCCACGAACCAACCAT
	(AG)11
	118
	53
	KU716016



	
	R: TCAACCCACGAACCAACCAT
	
	
	
	

	G5
	F: TCATACCCGATTGCGTCATA
	(AC)6
	315
	50
	KU716019



	
	R: CTCCTCAAGAAGCAGTAGTT
	
	
	
	

	G10
	F: ACTGAAATGGTAGCGAAGAT
	(TC)7
	177
	51
	KU716020



	
	R: GACATCTTTGCCGAACGAAC
	
	
	
	

	G17
	F: AGATGCTTCAATACGGA
	(TA)7
	221
	48
	KU716021



	
	R: CTTCATTTGTTTGGTCG
	
	
	
	

	G19
	F: AACTCAGCATAGGACGGAC
	(TG)7
	114
	49
	KU716022



	
	R: GCACTTTAGGATAGCCCATA
	
	
	
	

	H8
	F: TTTTCCGTTGTTTTATACTG
	(GA)9
	166
	48
	KU716023



	
	R: TGGTAGAGAATGTTGTTGGG
	
	
	
	

	H14
	F: GCACTACAAATACACAAAAG
	(CT)8
	151
	48
	KU716024



	
	R: GAGAGTGGTTTGATGGTAAT
	
	
	
	

	I3
	F: ATGGATTGCGATACGAGAA
	(TG)7
	221
	52
	KU716025



	
	R: ATCGGGCAACACTTTAGAG
	
	
	
	

	I4
	F: GGAACCATTTTACAAGAAC
	(GA)8
	163
	47
	KU716026



	
	R: GGAACCATTTTACAAGAAC
	
	
	
	

	I10
	F: ACTTATGTTTAGGTCGGT
	(GT)9
	164
	46
	KU716027



	
	R: TTTACAGGGTTTAGATAGC
	
	
	
	

	I17
	F: TGTGAACACGCAATACT
	(GA)7
	150
	45
	KU716028



	
	R: TGATAGGTAACGACACA
	
	
	
	

	J12
	F: GGGAATCTATAACACTACCA
	(AT)12
	170
	45
	KU716029



	
	R: TCACTCTCAATAGGGCAATC
	
	
	
	

	J20
	F: CGGAAAACGTGGAATGACCT
	(GA)10
	172
	51
	KU716030



	
	R: CCCAAAGATACGCCCAAACT
	
	
	
	

	K1
	F: TCTATGATGTTGTTGGAGCA
	(TC)7
	155
	52
	KU716031



	
	R: AACATAACCTCTTGGGCCAT
	
	
	
	

	K12
	F: TTTTTGAGGAGGGAAGGATT
	(AG)11
	143
	49
	KU716032



	
	R: CTCTCCTACTCCTATTCTCC
	
	
	
	

	L3
	F: TCTTATGTAATGGGCAATGG
	(TG)7
	104
	50
	KU716033



	
	R: TCTTATGTAATGGGCAATGG
	
	
	
	

	L6
	F: CTCCCATCAAAACTCCACAG
	(AG)9
	98
	51
	KU716034



	
	R: TTTATCCTTCGCTCTCGCCA
	
	
	
	

	M2
	F: ACACGTGAGAAGGACCAG
	(TC)7
	105
	50
	KU716035



	
	R: TGTGGTGTGGACTGTTTAGA
	
	
	
	

	M3
	F: AGGCTCTTTGGCGTATTAGG
	(TC)7
	110
	53
	KU716036



	
	R: TCCCCTTTTTAGATCGACCG
	
	
	
	


Note: Ta = annealing temperature. 

a All values are based on 36 samples from three Sargentodoxa cuneata populations (N = 12 for each).
